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Figure S3. Sequence alignment of VVps15 proteins. The yeast (ScVps15) and P. falciparum
(PfVps15) Vpsl5 protein sequences were aligned using the Clustal W2 program. The
conserved amino acid residues are shown in red, the predicted kinase domain of yeast Vps15
is shown in grey shaded bold letters, and the catalytic aspartate residues are highlighted.
Notably, PfVps15 has His in place of the first catalytic aspartate residue.



