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Figure S6: Genomic region surrounding the gap between contig 4 and contig 5 in 
th L t QOC1

(= residues 580-776 
inlP4 pLMIV)

(= residues
540-580 
inlP4 pLMIV)

(= residues 1-41 
inlP4 pLMIV)

the L. monocytogenes QOC1 genome.


