Table S3 Association between Human-annotated (HOC) / Machine-derived Oligodendroglioma Component (MOC) groups and TCGA transcriptional subtypes. P-values for (left) enrichment and (right) depletion analysis of Verhaak transcriptional subtypes within HOC and MOC groups were calculated using the right and left hypergeometric tails respectively.
	
	CLASSICAL
	MESENCHYMAL
	NEURAL
	PRONEURAL

	HOC 0
	0.2608, 0.7392
	0.0165, 0.9835
	0.6331, 0.3669
	0.9966, 0.0034

	HOC 1
	0.5676, 0.4324
	0.9501, 0.0499
	0.3603, 0.6397
	0.0436, 0.9564

	HOC 2
	0.7947, 0.2053
	0.8528, 0.1472
	0.4556, 0.5444
	0.0257, 0.9743

	MOC 0
	0.0480, 0.9520
	0.6670, 0.3330
	0.4799, 0.5201
	0.9129, 0.0871

	MOC 1
	0.7952, 0.2048
	0.1559, 0.8441
	0.7324, 0.2676
	0.3793, 0.6207

	MOC 2
	0.9603, 0.0397
	0.8528, 0.1472
	0.1531, 0.8469
	0.0257, 0.9743


