Table S1. Oligonucleotides used in this study
	Designation
	Sequences*

	yhhB2
	TGAATCATCCTTACTTTTAGGAGCTT

	PrSorB4
	GCTACACCAGTTTTTAGTAATAATCCAAA

	yhgC1
	GAGTTCAATTTTGGGGATTTTTCGAG

	yhgD2
	CCTGTCCCGCCAACAAAACC

	PrSorA2
	GATCAATGGCCAGCTGTTCTTTCACCAGTAACTAGTA (NotI)

	PrSorD3
	GTCCCGTGACCAACACTCAA

	yhgD6
	CCAAGTAGTGAAATTACATCAAGTACC

	yhhB3
	GTTTCCTAAATTATCCAAGGGGAG

	SrtB1
	CAGTCTCGAGCTGTAGCTCCAGTCACTACA (XhoI)

	SrtB2
	GCTGATCGATGCCATCATCCCCTCCTAAT (ClaI)

	SrtB3
	GCTGCGACTAGTGGAGGGATAATTGACAAAAAGTA (SpeI)

	SrtB4
	GTATCCGCGGTTACTGACCCAGTTGCTCAA (SacII)

	yhgD3
	GGGGTACCGGCACCTAACACTGTAAATGTAAC (KpnI)

	yhgDE
	CCGCTCGAGTTAAGTTTCATTTGTTTATCTCCATTTTTATTTGATT (XhoI)

	yhgE8
	TCCCCCCGGGTAACGAAGAAGAAGTTGTGAAATAAAAAACTTT (XmaI)

	yhhB4
	TCCCCGCGGTGTAGTCCATCATTTGTCGTCTGA (SacII)

	yhgD9
	ATGGGCCCCATGTATCGTTCTAAGCATCAAAAAGGT (ApaI)

	yhhC3
	AGGAACTGGACATGCTGTCGG

	yhgD1
	CTCGACACACTCGTCCTTACG

	yhgDE1
	TTCCATTAAAGATAAAGTTTTTTGTTTATCTCCATTTTTATTTGATTGAGTTGTG (yhhA9)

	yhhA9
	AATAAAAATGGAGATAAACAAAAAACTTTATCTTTAATGGAAGTGGTAAACTAG (yhgDE1)

	yhhA10
	GAGGCACATGTCCAACCCCTA

	yhhA6
	TAGGGGTTGGACATGTGCCTCAAT

	yhhA7
	ATTAATACCTGTTGGATAAGCAGTGACTAAAGTCACCAAATCTCGTC (yhhA8)

	yhhA8
	TGGTGACTTTAGTCACTGCTTATCCAACAGGTATTAATAACAAAAGATTACTAG (yhhA7)

	pVE5618a
	TCGACCTCGAGCGGCCG

	yhgE9
	ATGGGCCCATGAAACTTAACTCACTTAATAAAAACTTTGCTTTG (ApaI)

	yhgD8
	CACCATGCCTAAAACAGAGAAAGCGCAAG

	yhgD13
	CGCTGCCGTTGTAGCACC

	yhgE1
	CACCATGACAACTAATGTAGCGGACCAAG

	yhgE2
	TGGAGCGGCAACTTCGACA

	yhhB1
	CACCATGGTAAAATATGGGCTAAGCCCTG


*, restriction sites are in bold, corresponding enzymes are indicated in parenthesis, sequences that are complementary to the sequence of the corresponding oligonucleotide indicated in parenthesis are underlined, and nucleotides corresponding to the Cys/Ala substitution in SrtC are shaded in grey.

