Table S3: List of primers used in this study.

	Primer name
	Specifity
	Sequence
	Reference

	SODGroELf
	groEL Sodalis specific
	CCA AAG CTA TCG CTC AGG TAG G 
	[1]

	SODGroELr
	groEL Sodalis specific
	TTC TTT GCC CAC TTT CGC CAT A 
	[1]

	GroELforward
	groEL enterobacteria
	 GCT AAA GAI GTI AAR TTY GG 
	This study

	GroELreverse
	groEL enterobacteria
	TTA CAT CAT ICC ICC CAT ICC 
	This study

	16S forward
	16S rDNA eubacterial
	GCT TAA CAC ATG CAA G 
	[2]

	16S reverse
	16S rDNA eubacterial
	CCA TTG TAG CAC GTG T   
	[2]

	F40 forward
	16S rDNA enterobacteria
	GCG GCA AGC CTA ACA CAT 
	[3]

	R1060 reverse
	16S rDNA enterobacteria
	CTT AAC CCA ACA TTT CTC AAC ACG AG  
	[3]

	SoMelSSR2_F2 
	SSR-2 assembly
	GCA TGC CCT GGG CGT TCC ATG
	This study

	SoMelSSR2_R2 
	SSR-2 assembly
	CCA TGC GCC CGA TCT GCT CAA
	This study

	SoMelSSR3_F2 
	SSR-3 assembly
	CCG GTA CGC TAC TGC AAA TTG
	This study

	SoMelSSR3_R2
	SSR-3 assembly
	GGG CAT GCG CTC AGC ATC GA
	This study
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