
Different metrics of protein divergence (Yeasts only)

A: Percent Identity B: PAM
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Supplementary Figure 4: Contrasting different measures of divergence as independent variables: A) Percent sequence
identity and B) PAM estimates of sequence divergence, both derived from a Smith-Waterman alignment over the full protein
lengths. All function similarities are in Excess Schlicker-like Similarity and have been measured from the dataset with only
GO annotations backed by experimental evidence originating from publications sharing no common authors.


