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Table S2. Sliding window sizes used for scanning all the chromosomes of the studied species. Window size was adjusted in each species to contain, on average, approximately 50 genes. 

	Organism
	Sliding windows size 
	Average genes per window 

	Homo sapiens
	5 Mbps
	54.2

	Pan troglodytes
	5 Mbps
	52.32

	Mus musculus
	5 Mbps
	50.16

	Rattus norvegicus
	5 Mbps
	45.88

	Gallus gallus
	3,5 Mbps
	54.81

	Danio rerio
	3,5 Mbps
	54.54

	Drosophila melanogaster
	400 Kbps
	48.17

	Caenorhabditis elegans
	250 Kbps
	51.95

	Arabidopsis thaliana
	200 Kbps
	50.09








