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Table S1:  The cell-cycle control network of the budding yeast

(Based on Ref. [1]

N

Cln3 — Cln3 | Cln3 - MBF
Cln3 & SBF | MBF - Clb5,6
SBF - Cln1,2|Clb5,6 — Cdhl
Clb5,6 — Sicl |CIb5,6 - Clbl,2
Clb5,6 - Meml |Clnl,2 — Clnl,2
CInl,2 — Cdhl |CIn1,2 — Sicl
Cdhl = CIbl,2| Sicl — CIb5,6
Sicl — CIb1,2|Clbl,2 — MBF
Clbl,2 = SBF |Clbl,2 = Cdhl
Clbl,2 = Sicl |CIbl,2 = Swib
Clbl,2 &5 Cde20|CIb1,2 5 Meml
Swi5 - Sicl | Swi5 — Swib
Cdc20 — Clb5,6|Cdc20 - Cdhl
Cde20 5 Sicl |Cde20 = Clbl,2
Cdc20 &= Swi5 [Cdc20 — Cdc20
Mcml - Clb1,2| Mcm1 X, Swis
Meml 5 Cde20|Meml = Meml
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