S3 Text : Putative nuclear localization signals (NLS) of NbUBC2, NbHUB1 and Rep
proteins.

Predicted putative NLS in NbHUB1 protein

MENLLPLDTAVLLHONQKLSQKLEAQKIEIAVLEEKFTELRDKQKPYDNT 50

LSATQKSWEELVGELEICSTRTEDPIRHGNASNDQSCAEDGSVYACDDSE 100
LSLLLOTGATGSSSDVNTQTEYEQKKMDDOKIVKIFRNIVSTVDNVROMK 150
DKLCAAVLEVLPEDGSCLQKSLSDLHVGVKNLIQTINELHLKHRSLAGAL 200
ONHRDTDAKNKAELKCLRGELEKTIAHLDESNRKLAILKAEKDAAKGVLE 250
PVLNLGNKHSANDKARDKQRDMQODMESTLKEYLDQSSFRLFELKRLHEER 300
IDILKQLSNLONKLKNLKAICSSQPYILVKDQLAKAKEDLSLYQSLYEKL 350
QVEKDNLSWREKEMNLKNDITDVFRRSSTIADSRIAWLEKEMQOKHMQERN 400
MIEGKLEEASREPGRKEITIAEFKKLVSSFPETMGDMONQLSNYKETASDV 450
HSLRTDVQSLSSILDRKSKEIEALSAKSASQVTEMLKLOAVVNDLKESDM 500
HLKLILEMYTRESAFSRDVFEARSSEYRAWARVQSLKTSLDEHNLEVRVK 550
SAIEAEADSQQOKLGAAEAEIAELROKLDASKRERSRLSEVLKSKHEETEA 600
YLSEIETIGQAYDDMQAQNQQLFQQITERDDYNIKLVLEGVRARQQORDCL 650
AWESQITERAVEDANTMVSSYEMKAAKIDDQLRGCSDLIQKLAEDRGQONS 700
LALENTQKRFLDVRKSSQQLRETLEEWQSKIDEVRVDLAQLQIELEKERFE 750
ERKRAEEDVEALRRKTSRLRSHIEGSSVIEKLQQKLREYKEILNCSICED 800
RRKEVVLAKCYHLFCNPCIQKIVETRHRKCPVCSASEFGANDVKAVYI 847

Predicted bipartite NLS
Pos. Sequence Score

289 | RLFELKRLHEERIDILKQLSNLONKLKNLKATI | 7.4
704 | ENTQKRFLDVRKSSQQLRETLEEWQSKIDEV 5.1

NbUBC?2 lacks putative NLS sequence

MSTPARKRLMRDFKRLQQODPPAGISGAPYDNNIMLWNAVIFGPDDTPWDG 50
GTFKLTLQFSEDYPNKPPTVRFISRMFHPNIYADGSICLDILONQWSPIY 100
DVAAILTSIQSLLCDPNPNSPANSEAARMFSENKREYNRKVREIVEQSWT 150
AD 152

Predicted putative NLS sequence in ChiLCV Rep protein

MPRAGRFNINAKNYFLTYPNCSLTKEEALSQLONLETPVNKLFIRVCREL 50

HENREPHLHVLVQFEGKYQCTNNRFFDLISPTRSAHFHPNIQRAKSSSDV 100
KAYVEKDGDFIDFGVFQIDGRSARGGCQSANDAYAEAINSGSKSSALNIL 150
REKAPKDYVLQFHNLNANLDRIFTPPLEVYVSPFSSSSFDQVPEELEEWA 200
AENVLGAAARPLRPMSIVIEGESRTGKTIWARSLGPHNYLCGHLDLSPKV 250
YSNDAWYNVIDDVDPHYLKHFKEFMGAQRDWQSNTKYGKPVQIKGGIPAI 300
FLCNPGPNSSYKEFLDEEKNSALRNWALKNATFITLEGPLYSGSNQSAAQ 350
ASQEGDQASTR 361

Predicted bipartite NLS
Pos. Sequence Score

245 | DLSPKVYSNDAWYNVIDDVDPHYLKHFKE 5



