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Supplemental Figure 3: Age relationship of gene expression modules that significantly correlated with T cell responses. Gene expression modules that were significantly correlated with the decline in frequencies after peak responses as well as the overall increase from day 0 to day 28 (Figure 6F), were examined for their correlation with age of study participants (S4 Table). Correlation coefficients shown as heat map exhibited a high concordance with those correlating expression levels with T cell attrition (Figure 6F).
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