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Figure S5. Identification of mRNAs with altered 3’end processing in Arbp35.

Heat map of the 39 genes up- or down-regulated in Arbp35 that contain two or more
microarray-oligos. Lanes 1 to 4 represent four independent hybridisations using RNA
extracted from different biological samples. Five genes (indicated in blue) contain
3’UTR probes down-regulated in Arbp35.



