TABLE S1: Genomic alterations im vivo andin vitro re-isolates relative to parent strain

83972

Isolate  Gene (Locustag) Product or function Mutation Region Outcome gggzrgﬁ

PI-2 frmR (ECABU_c04400) frmRARpressor Tto G Coding NS 466214
mdoH (ECABU_c12640) g‘g’r‘l’[')‘l’zs n']'i‘ctgfu?a”r‘fshes's of osmoregulated AtoG Coding NS 1277840
marR (ECABU_c17560) multiple antibiotic resistance TtoC Coding NS 6282
marA (ECABU_c17570) multiple antibiotic resistance TtoC Coding NS 6887
ompC (ECABU_c25500) outer membrane porin protein C CtoT Coding NS 6B
ompC (ECABU_c25500) outer membrane porin protein C Tto G Coding NS 02368
glpB (ECABU_c25760) glycerol-3-phosphate dehydrogenase CtoT Coding , SN®P 2612755
barA (ECABU_c30550) Egﬁ: goizﬁf?ééSl';::fr;“;y‘:{‘eansqu‘;i/"’s;/rY GtoA Coding NS, STOP 3114367
sufl (ECABU_c34260) Ftsl suppressor Deletion, 5bp Coding D, FS 34953885502
gltB (ECABU_c36270) glutamate synthase GtoA Coding S 3694370
yhdP (ECABU_c36540)  predicted transporter CtoT Coding NS, STOP 372308
mreB (ECABU_c36590) rod shape-determining protein GtoC Coding NS 3788
ompR (ECABU_c38260) :gZﬁfa’gfy’gg;‘t'::gg&g;"p’gpO“e“t CtoT Coding NS 3867791
rfaJ (ECABU_c40670) lipopolysaccharide 1,2-glucosyltransferase GtoA odi@g NS 4139164
yifB (ECABU_c42490) putative ATP-dependent protease AtoC Coding N®BS 4319736
rmuC (ECABU_c43360) DNA recombination protein RmuC Ato G Coding NS 2793
oxyR (ECABU_c44740) transcriptional dual regulator Ato G Coding NS 2931
ES\SBEEX;‘;SS 0- putative hexuronate transporter CtoT Intergenic - 4854566
ECABU_c49200 hypothetical protein CtoT Coding NS, STOP 5012093

PI1-4 ECABU_c11410 protein encoded by prophage CtoT Coding S 1175146
mdoH (ECABU_c12640) ?gﬁéﬁgrﬁ?ctgﬁiﬁﬁlhws of osmoregulated CtoT Coding NS 1278956
yejM (ECABU_c25210) putative sulfatase Tto G Coding NS 2545882
Egﬁgﬂ:ﬁgg;g ) aerobactin uptake system Deletion, 27090bp I(ritiz drlg;]gnrc D 3341668..3368756
yghJ (ECABU_c33700) putative lipoprotein CtoT Coding NS 3434328
bcsA (ECABU_c39720)  cellulose synthase Deletion 1bp (- T) Coding D, FS 4038158

transcriptional repressor regulating expression
CytR (ECABU_c44400) ‘Jgnﬁ’zrg%Esoﬁﬁbuo'fudcrgg;gg:%‘;r; and CtoT Coding NS 4512632
deoxyribonucleosides

rpiR (ECABU_c46430) repressor of ribose catabolism GtoA Coding NS 00p8
fecl (ECABU_c49050) promoter region ofecIR TtoC Intergenic - 5000822

PIII-4 frmR (ECABU_c04400) frmRABpressor Tto A Coding NS, STOP 466214
gyrA (ECABU_c25660) DNA gyrase TtoC Coding NS 2596775
barA (ECABU_c30550) hybrid sensory histidine kinase Deletion, 12bp @gdi D, FS 3113276..3113287
fusA (ECABU_c37620) translation elongation factor G Gto A Coding NS 03899
fsaB (ECABU_c44580) fructose-6-phosphate aldolase 2 CtoT Coding NS 34298
rpoC (ECABU_c45040)  RNA polymerase AtoC Coding NS 4590414

4.9 ECABU_c11810 protein encoded by prophage Deleti62bp Coding D, FS 1201005..1201166
ECABU_c18570 putative phage tail fiber protein Irsien, 1731 bp Coding - 1839999..1841731
yfiN (ECABU_c29050) predicted diguanylate cyclase CtoT Coding NS 23%6

NS - synonymous, S - synonymous, D — deletioniniversion, STOP- missense mutation, FS - frameshift



