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Protein ID

Gel band #

Sequence
coverage

Sequence (matched peptides in blue)

PrcA

42%

51
101
151
201

SFPYFISPEQAMRERSELARKGIARAKSVVALAYAGGVLFVAENPSRSL
QKISELYDRVGFAAAGKFNEFDNLRRGGIQFADTRGYAYDRRDVTGRQLA
NVYAQTLGTIFTEQAKPYEVELCVAEVAHYGETKRPELYRITYDGSIADE
PHFVVMGGTTEPIANALKESYAENASLTDALRIAVAALRAGSADTSGGDQ
PTLGVASLEVAVLDANRPRRAFRRITGSALQALLVDQESPQSDGESSG

PrcB

54%

51
101
151
201

TTIVALKYPGGVVMAGDRRSTQGNMISGRDVRKVYITDDYTATGIAGTAA
VAVEFARLYAVELEHYEKLEGVPLTFAGKINRLAIMVRGNLAAAMQGLLA
LPLLAGYDIHASDPQSAGRIVSFDAAGGWNIEEEGYQAVGSGSLFAKSSM
KKLYSQVTDGDSGLRVAVEALYDAADDDSATGGPDLVRGIFPTAVIIDAD
GAVDVPESRIAELARAITESRSGADTFGSDGGEK

PrcA

49%

51
101
151
201

SFPYFISPEQAMRERSELARKGIARAKSVVALAYAGGVLFVAENPSRSL
QKISELYDRVGFAAAGKFNEFDNLRRGGIQFADTRGYAYDRRDVTGRQLA
NVYAQTLGTIFTEQAKPYEVELCVAEVAHYGETKRPELYRITYDGSIADE
PHFVVMGGTTEPIANALKESYAENASLTDALRIAVAALRAGSADTSGGDQ
PTLGVASLEVAVLDANRPRRAFRRITGSALQALLVDQESPQSDGESSG

PrcB-T1A

80%

51
101
151
201

ATIVALKYPGGVVMAGDRRSTQGNMISGRDVRKVYITDDYTATGIAGTAA
VAVEFARLYAVELEHYEKLEGVPLTFAGKINRLAIMVRGNLAAAMQGLLA
LPLLAGYDIHASDPQSAGRIVSFDAAGGWNIEEEGYQAVGSGSLFAKSSM
KKLYSQVTDGDSGLRVAVEALYDAADDDSATGGPDLVRGIFPTAVIIDAD
GAVDVPESRIAELARAITESRSGADTFGSDGGEK




