
Drosophila 1 ------------------------------------MASLYVGDLPQDVNESGLFDKFSSAGPVLSIRVCRDVITRRSLGYAYVNFQQPADAERALDTMNDrosophila     1 MASLYVGDLPQDVNESGLFDKFSSAGPVLSIRVCRDVITRRSLGYAYVNFQQPADAERALDTMN
Homo           1 ---------------------------MNAAASSYPMASLYVGDLHSDVTEAMLYEKFSPAGPVLSIRVCRDMITRRSLGYAYVNFQQPADAERALDTMN
C.elegans      1 ------MEMNVAAPAAAVAGAAAPQPGQNQTGSSYTMASLYVGDLHPDVNESILFEKFSAAGPVLSIRVCRDNATRLSLGYAYVNFQQPADAERAMDTMN
S.cervisiae    1 MADITDKTAEQLENLNIQDDQKQAATGSESQSVENSSASLYVGDLEPSVSEAHLYDIFSPIGSVSSIRVCRDAITKTSLGYAYVNFNDHEAGRKAIEQLN
P.berghei      1 ----------------------MIANSTNIMPPSFSTASLYVGDLSEDVTEAVLYEIFNTVGHVLSIRVCRDSVTRKSLGYAYVNYHNLADAERALDTLN
 
 
Drosophila    65 FDLVRNKPIRIMWSQRDPSLRRSGVGNVFIKNLDRAIDNKAIYDTFSAFGNILSCKVATDEKGNSKGYGFVHFETEEAANTSIDKVNGMLLNGKKVYVGK
Homo          74 FDVIKGKPIRIMWSQRDPSLRKSGVGNVFIKNLDKSIDNKALYDTFSAFGNILSCKVVCDENG-SKGYAFVHFETQEAADKAIEKMNGMLLNDRKVFVGR
C.elegans     95 FEALHGKPMRIMWSQRDPAMRRSGAGNIFIKNLDKVIDNKSIYDTFSLFGNILSCKVAIDEDGFSKGYGFVHFETEEAAQNAIQKVNGMLLAGKKVFVGK
S.cervisiae  101 YTPIKGRLCRIMWSQRDPSLRKKGSGNIFIKNLHPDIDNKALYDTFSVFGDILSSKIATDENGKSKGFGFVHFEEEGAAKEAIDALNGMLLNGQEIYVAP
P.berghei     79 YTNIKGQPARLMWSHRDPSLRKSGTGNIFVKNLDKTIDNKALFDTFSMFGNILSCKVATDEFGKSKNYGFVHYEDEESAKEAIEKVNGMQLGSKNVYVGH
 
 
Drosophila   165 FIPRKEREKELGEKAKLFTNVYVKNFTEDFDDEKLKEFFEPYGKITSYKVMSKEDGKSKGFGFVAFETTEAAEAAVQALNGKDMG---------------
Homo         173 FKSRKEREAELGAKAKEFTNVYIKNFGEEVDDESLKELFSQFGKTLSVKVMRDPNGKSKGFGFVSYEKHEDANKAVEEMNGKEIS---------------
C.elegans    195 FQPRAQRNRELGETAKQFTNVYVKNFGDHYNKETLEKLFAKFGNITSCEVMTVE-GKSKGFGFVAFANPEEAETAVQALHDSTIEG--------------
S.cervisiae  201 HLSRKERDSQLEETKAHYTNLYVKNINSETTDEQFQELFAKFGPIVSASLEKDADGKLKGFGFVNYEKHEDAVKAVEALNDSELN---------------
P.berghei    179 FIKKSER----ATNDTKFTNLYVKNFPDTVTEAHLKQLFSPYGEITSMIVKSD--NKNRKFCFINYSDADSARNAMENLNGKKITEDGKIDYNYDPKKEE
 
 
Drosophila   250 -------------------------------------------------------------------------------------------------EGK
Homo         258 --------------------------------------------------------------------------------------------------GK
C.elegans    280 -------------------------------------------------------------------------------------------------TDL
S.cervisiae  286 --------------------------------------------------------------------------------------------------GE
P.berghei    273 SEKAANENYNNNNTTSEENATTSETPAEKKTTDSESATNKDATPGEDQTSANGTTTTVTSTTDAKTEETPNDNTANAGINASITEKKDKKKSGESTETPN
 
 
Drosophila   253 SLYVARAQKKAERQQELKRKFEELKQKRHESVFGVNLYVKNLDDTIDDDRLRIAFSPYGNITSAKVMTDEEGRSKGFGFVCFNAASEATCAVTELNGRVV
Homo         260 IIFVGRAQKKVERQAELKRKFEQLKQERISRYQGVNLYIKNLDDTIDDEKLRKEFSPFGSITSAKVMLED-GRSKGFGFVCFSSPEEATKAVTEMNGRIV
C.elegans    283 KLHVCRAQKKSERHAELKKKHEQHKAERMQKYQGVNLYVKNLDETVDDDGLKKQFESYGNITSAKVMTDENGRSKGFGFVCFEKPEEATSAVTEMNSKMV
S.cervisiae  288 KLYVGRAQKKNERMHVLKKQYEAYRLEKMAKYQGVNLFVKNLDDSVDDEKLEEEFAPYGTITSAKVMRTENGKSKGFGFVCFSTPEEATKAITEKNQQIV
P.berghei    373 ILYVGPHQSRARRHAILKAKFDTLNTESRNKHPGVNLYIKNLDDSMNDQTLKELFEPYGTITSAKVMKDDKDQSKGFGFVCFGTHEEANKAVTEMHLKII
 
 
Drosophila   353 GSKPLYVALAQRKEERKAHLASQYMRHMTGMRMQQLGQIYQPN------------AASGFFVPTLPSNQR---FFGSQVATQMRNTPRWVPQVRPPAAIQ
Homo         359 GSKPLYVALAQRKEERKAHLTNQYMQRVAGMRALPANAILNQFQ----------PAAGGYFVPAVPQAQGRPPYYTPNQLAQMRPNPRWQQGGRP-----
C.elegans    383 CSKPLYVAIAQRKEDRRAQLASQYMQRLASMRMHGN------------------VPGAAMYNPTQPGPG----YYVANPMQQQRNFAGGQQMVRP-----
S.cervisiae  388 AGKPLYVAIAQRKDVRRSQLAQQIQARNQMR---------------------------------------------------------------------
P.berghei    473 NGKPLYVGLAEKREHRLSRLQQRFRMNPIRHHINNSLSSPIQYPNNQTPQLQFNQNTLNYGRPVITTFNQNNLISWRHQQAAAQQQAVHQQAAAQQLGFN
 
 
Drosophila   438 GVQAGAAAAGGFQGTAGAVPTQFRSAAAGARGAQPQVQGTHAAAAAANNMRNTGARAITG----------------------------------------
Homo         444 ---QGFQGMPSAIRQSGPRPTLRHLAPTGSECPDRLAMDFGGAGAAQQGLTDS---CQSG----------------------------------------
C.elegans    456 ---GGRWGMQNQYPVQNQYMMAQGPGVYQNRMGRPQNQQGGPRGPPQQYNQVAQGGVRMQ----------------------------------------
S.cervisiae  419 ------------YQQATAAAAAAAAGMPGQFMPPMFYGVMPPRGVPFNGPNPQQMNPMGG----------------------------------------
P.berghei    573 AGLRGQINQMRLYTQNNMMNHNIGQNKASQQLHHNQQYSMGPNPQHQQTNLNAPGQANPQQLQGTAPVPNNQLLNNNMRNMNNRGNRNLPGMNMQSPKQM
 
 
Drosophila   498 ------------------------------QQTAAPNMQIPGAQIAGGAQQRTSNYKYTSNMRNPPVPQLHQTQPIPQQLQGKNSEKLIASLLANAKPQE
Homo         498 ------------------------------GVPTAVQNLAPRAAVAAAAPRAVAPYKYASSVRSP-HPAIQPLQAPQPAVHVQGQEPLTASMLAAAPPQE
C.elegans    513 ------------------------------GPPRTQNPGVQQQNVPRPPQQQQQQRPAPTGPKAPPQPYQAYQQRPQGIVIG-GQEPLTSAMLAAAAPQE
S.cervisiae  467 ------------------------------MPKNGMPPQFRNGPVYGVPPQ--------------------------------GGFPRNANDNNQFYQQK
P.berghei    673 PLNMIGAKQTNTQQNQPQGQPQGQPQGQPQAQPQVQSQQKTGQSIQQQPIPQNSNFKFTSQARNRMELPNKNANKNNMNPGYNNNTTLTAAALASAPPSMg
 
 
Drosophila   568 QKQILGERLYPMIEHMHA--NLAGKITGMLLEIENSELLHMIEDQEALKAKVEEAVAVLQVHRVTEPAN----------- 
Homo         567 QKQMLGERLFPLIQTMHS--NLAGKITGMLLEIDNSELLHMLESPESLRSKVDEAVAVLQAHHAKKEAAQKVGAVAAATS 
C.elegans    582 QKQLLGERIYALIEKLYPGHKDAGKITGMMLEIDNSELIMMLQDSELFRSKVDEAASVLVSAQKQ--------------- 
S.cervisiae  505 QRQALGEQLYKKVSAKTSNEEAAGKITGMILDLPPQEVFPLLESDELFEQHYKEASAAYESFKKEQEQQTEQA------- 
P.berghei    773 QKQVLGENLFPLVANYHP--TLAGKITGMMLEMDNSELLILLENEDQLKKKIDEALVVLQNAK----------------- 


