Table S1. Oligonucleotide primers used in this study.

	Name
	5’-3’ nucleotide sequence a
	Application

	besB-ab-NcoI-f
	CGTTTCCATGGAATTTTATCATGGAACCGATTTAG
	Overexpression

	besB-ab-KpnI-r
	CGTTTTGGTACCGATTAAGAAATTGAAGGCAAC
	Overexpression

	besA-ab-NcoI-f
	TATTGCCATGGTTTCTAAAATCAAACTTATTACTAAGC
	Overexpression

	besA-ab-KpnI-r
	ATCCCGGTACCAATTAAATATTGCTTTCGGCTGAA
	Overexpression

	besC-ab-NcoI-f
	ATTATCCATGGGATTAGATCATGATCAAGATTTTG
	Overexpression

	besC-ab-KpnI-r
	CATCAAGGTACCTCTTAGTCTAATGAATTTATTAAAT
	Overexpression

	besC-XhoI-f
	TATGTTGGACTCGAGATTAACTGTTTCACC
	Gene inactivation

	besC-BamHI-r
	ATAAGGATCCAGGCAAAGAATACCGCAATGC
	Gene inactivation

	besC-NcoI-f
	CAAGCTCACCCATGGCAGAAGGATTTCTAC
	Gene inactivation

	besC-PstI-r
	CAAATGGCATTTACTGCAGTTAATTCCGGGGTC
	Gene inactivation

	aada-F-PstI
	ACGGCCTGCAGTGTGCTGGAATTC
	Gene inactivation

	aada-R-NcoI
	CCAGTGCCATGGATATCTGCAGAATTC
	Gene inactivation

	kan-F-PstI
	TAAAACTGCAGCCGGCTGTCTGTC
	Gene inactivation

	kan-R-NcoI
	CTCTGCCATGGTTACAACCAATTAACC
	Gene inactivation

	besABC-BamHI
	CCACTCCCTTGGATCCCAAAACAGC
	Complementation

	besABC-PstI
	TATGTTGGACTGCAGATTAACTGTTTCACC
	Complementation

	besC-m1
	TTAATTTTAGAAGCATCAAGAATCGC
	Mutant analysis

	besC-m2
	GGATTAATCTTTCTTTGTCCCCTTC
	Mutant analysis

	besA-m1
	CAACCTCAATAATAGCATCATTTCC
	Mutant analysis

	aadA-1
	GAAGCGGTGATCGCCGAAG
	Mutant analysis

	aadA-2
	AACTGATCTGCGCGCGAG
	Mutant analysis

	pBSV-r
	GACGTTGTAAAACGACGGCCAG
	Mutant analysis

	b1
	CTTGGGGTCTGTGATTTGCTGG
	Operon analysis

	a1
	CGGGCGAGGTTGAAGAGAATG
	Operon analysis

	a2
	ATTGGCGCTCTTACAGGACTTTTC
	Operon analysis

	c1
	TTCCGGGGTCATGGATCTTTCT
	Operon analysis

	c2
	GATCCATGACCCCGGAATTAAAAG
	Operon analysis

	c3
	GGAGAATTGCCAGACGAAACAATAG
	Operon analysis


a Restriction sites are indicated by boldface type
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