FAZ2 null mutant FAZ2 null mutant

kb 1 2 3

FAZ2 null mutant

parental
parental
parental

1 2 3

kb 1 2 3 4

="

neoR integration hygR integration FAZ2 ORF
— = ©
B g 27 C cell length
T NS N 16
o N 5 N O
250 — M Ty-mChFP::FAZ2 12 + :
150 — B 10
BB2 =2
= 8
37 S S e SVP1:eGFP-Ty 2 6
i (]
s wum o= cross-reacting band - A
25 —
BB2 2
0
@ parental ® FAZ2 null mutant ® FAZ2 add back
D cell width E
3.5 flagellum length
18
S
€ ';' < .
3 2.5 16 _‘_
< —_
z E
2 =2
1.5 < 14
&
! = 1
0.5
0 10
e parental ® FAZ2 null mutant ® FAZ2 add back ® Parental ® FAZ2 null mutant e FAZ2 add back

S1 Fig (A) Confirmation of FAZ2 gene deletion. gDNA from 4 null mutant clones and the parental cells was
analysed by PCR. PCR confirmed that FAZ2 ORF was no longer present in the null mutant clones (1-3) and
that the resistance markers had integrated correctly in clones (1-3). The neomycin resistance gene had not
correctly integrated into clone 4 and this clone was discarded. FAZ2 null mutant clone 1 was used for all
subsequent experiments. The lower less distinct band on the gel (*) is likely be non-specific amplification
of primer dimers. (B) Western blot confirming expression and expected size (174 kDa) of Ty-mChFP::FAZ2
using the BB2 antibody. The SMP1::eGFP-Ty and BB2 cross reacting band acted as a loading control. (C, D)
Measurement of cell body length and width for parental, FAZ2 null mutant and FAZ2 add back cells. These
measurements were done independently 3 times on at least 50 1K1IN cells. The mean of each replicate is
plotted as a circle with the mean and standard deviation of these individual means plotted as black lines.
(E) Measurement of flagellum length for parental, FAZ2 null mutant and FAZ2 add back cells. These
measurements were done independently 3 times on at least 100 1K1N cells. The mean of each replicate is
plotted as a circle with the mean and standard deviation of these individual means plotted as black lines.



