Proteome for the type species of family Arenaviridae genera
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Supplementary table 2. Proteomes and amino acid identities between the type species
of family Arenaviridae genera.

Mammarenavirus Reptarenavirus Hartmanivirus

(LCMV) (GGV) (HISV-1)
498 427 476

58 23 55 (37)
yes no yes

no yes: C10,C19 vyes: C34
207 215 191

233 189 230

42 2 48

558 591 582

90 116 no

yes no

no 13-31

2210 2066 1958

Amino acid identity based on MAFFT alignment in UGENE

LCMV-GPC GGV-GPC HISV-GPC
LCMV-
0, 0, 0,
GPC 100 % 16 % 23 %
GGV-

0, 0, 0,
oPC 16 % 100 % 22 %
HISV-

0, 0, 0,
GPC 23 % 22 % 100 %

LCMV-NP GGV-NP HISV-NP
LCMV- 100 % 32 % 21 %
NP
GGV-NP |32 % 100 % 20 %
HISV-NP [21 % 20 % 100 %
LCMV-ZP GGV-ZP
LCMV-
0, 0,
7p 100 % 16 %
GGV-zP |16 % 100 %
LCMV-RdRp GGV-RdRp HISV-RdRp
LCMV-
0, 0, 0,
RdRp 100 % 28 % 21 %
GGV-

0, 0, 0,
RARp 28 % 100 % 20 %
HISV-— 100 06 20 % 100 %

RdRp




