Table S1. Complete listing of viruses putatively identified or contaminating blood DNA of 8,240

individuals.
Median Maximum
Number of Percentage reads per reads per Median Maximum
Virus individuals of individuals individual individual abundance abundance
Human herpesvirus 7 1,679 20.38% 2 702 10 2,860
Human herpesvirus 4 1,192 14.47% 4 732,061 12 2,404,531
Enterobacteria phage 926 11.24% 2 502 28 6,763
Anellovirus 734 8.91% 2 2,416 359 392,179
Burkholderia phage 570 6.92% 3 199 49 2,746
Propionibacterium phage 566 6.87% 2 776 47 17,819
Human herpesvirus 6B 395 4.79% 2 26,738 9 97,274
Escherichia phage 384 4.66% 1 1,600 8 14,388
Ralstonia phage 360 4.37% 4 827 314 66,360
Stenotrophomonas phage 307 3.73% 2 294 69 10,479
Salmonella phage 287 3.48% 2 1,060 28 24,208
Pseudomonas phage 223 2.71% 2 6,216 29 89,728
Streptococcus phage 197 2.39% 5 61,622 76 1,103,637
Sinorhizobium phage 135 1.64% 1 69 14 733
Human herpesvirus 6A 121 1.47% 6 38,254 20 134,595
Rhizobium phage 118 1.43% 43 39,526 510 454,097
Staphylococcus phage 80 0.97% 2 424 29 5,417
Haemophilus phage 66 0.80% 2 7,886 42 147,447
Merkel cell polyomavirus 49 0.59% 2 8 236 935
Lactococcus phage 41 0.50% 2 1,857 39 38,658
Actinomyces phage 37 0.45% 1 643 74 17,953
Human herpesvirus 5 29 0.35% 2 106 5 338
Thermus phage 28 0.34% 2 41 181
Aggregatibacter phage 27 0.33% 1 76 17 982
Human T-lymphotropic
virus 22 0.27% 13 131 820 13,143
Acinetobacter phage 21 0.25% 2 28 30 471
Lactobacillus phage 20 0.24% 338 32 5,519
Human papillomavirus 17 0.21% 106,590 163 3,521,083
Moloney murine leukemia
virus 17 0.21% 1 2 74 177
Geobacillus phage 15 0.18% 2 32 31 524
Cronobacter phage 12 0.15% 1 3 12
Shigella phage 12 0.15% 1 91 822
Bacillus phage 11 0.13% 2 71 32 1,030
Citrobacter phage 10 0.12% 2 3 7 11
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