[bookmark: _GoBack]S1 Table. Transcriptional response of blp genes of S. pneumoniae D39 after exposure to sub-lethal level of antibiotics as determined by RNA sequencing*
	Gene
	Name†
	HPUra
	Kanamycin
	Ciprofloxacin
	Hydroxyurea
	Rifampicin

	Blp genes
	
	
	
	
	
	

	SPD_0046
	blpK
	-
	-
	7,9
	-
	-

	SPD_0047
	-
	-
	-
	4,4
	-
	-

	SPD_0466
	blpT
	-
	-
	-
	-
	-

	SPD_0467
	blpS
	-
	-
	-
	-
	-

	SPD_0468
	blpR
	-
	-
	-
	-
	-

	SPD_0469
	blpH
	-
	-
	-
	-
	-

	SPD_0470
	blpC
	-
	-
	-
	-
	-

	
	'blpB
	-
	-
	-
	-
	-

	
	blpB'
	-
	-
	-
	-
	-

	
	'blpA
	-
	-
	-
	-
	-

	
	blpA'
	2,9
	-
	-
	-
	-

	
	pncW
	4,8
	4,7
	6,8
	14,1
	

	SPD_0473
	blpY
	5,6
	-
	6,0
	11,3
	-

	SPD_0474
	blpZ
	7,3
	-
	8,2
	12,6
	-

	SPD_0475
	pncP
	5,8
	-
	4,9
	7,8
	-

	
	
	
	
	
	
	

	Com genes (early)‡
	
	
	
	
	

	SPD_0049
	comA
	65,0
	57,8
	332,3
	69,8
	-

	SPD_0050
	comB
	58,7
	51,0
	461,5
	70,7
	-

	SPD_2065
	comC1
	18,4
	24,1
	20,2
	5,3
	-

	SPD_2064
	comD
	58,7
	50,2
	55,7
	12,4
	-

	SPD_2063
	comE
	55,6
	48,1
	43,5
	9,4
	-

	SPD_0014
	comX
	86,8
	107,7
	366,5
	28,8
	-

	
	
	
	
	
	
	

	Com genes (late) ‡ 
	
	
	
	
	

	SPD_1711
	ssbB
	1120,3
	61,8
	690,6
	161,9
	-

	SPD_2028
	cbpD
	160,0
	10,0
	370,0
	32,3
	-

	SPD_0975
	radC
	93,8
	10,9
	50,2
	7,9
	-

	SPD_1863
	cglA
	61,8
	5,5
	991,0
	45,7
	-

	SPD_1862
	cglB
	275,7
	14,0
	666,7
	73,7
	-

	SPD_1861
	cglC
	196,7
	9,3
	463,5
	33,3
	-

	SPD_1860
	clgD
	301,6
	13,0
	394,4
	43,4
	-


*The fold-changes between the antibiotic-exposed samples and the control sample (normal growth, no exposure to antibiotics) are given in all cases where the q-values < 0.05. A dash (-) denotes no significant regulation. For this experiment, cells were harvested in the early growth phase, when they had reached 1/3 of the maximal OD600 [1].
† Names of putative bacteriocin and immunity genes are given according to Boogardt et al. [2]. 
‡Selected early- and late-competence genes shown [3,4].
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