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T T T

ATGGCGGGCACGGGCGTCGACGCGGCCGCGTTCGCGGCGTTCGACATGCAGGCGCTCGACGCCGAGCACTTCGACGCCGGGCTCGCGAGCGCGGGCGATGCGCTCGCTGTCGTGTTCTTCTGGGGCG
130 140 150 160 170 180 190 210

TCGACTGTTTCAACTGCGAAAT CGCGAAGCAGGCGATGCT CGCCCACCCGGACGCGAT CCGCGCGCT CGGCCT CAAATGGT T CCATAGCAACGT CTACGCGAACCCCGAACTGGCGCGGCGTTTCGC
260 270 280 290 300 310 320 330 340 350 360 370
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GCTGCACGGCGTGCCGGCCTGGTTCTTCTTTCGGCGCGGCAAGCGGCTCGGCCGGGCGACGGGCTGGCACGGGCTCGCGCAGTTCGAGGCGGCCGCCGCCGCGGCGCGCGCGAAGGCGCGGGCGATG
390 400 410 420 430

GGCGAAAACGCCGGCGCGGGCGCGGATGGCGCGCGCCGCCCGGCCGATTGA

B) Protein alignment
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