Table S5: The 10-loci microsatellite haplotype profiles of the dhps alleles in Cambodia
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H36 168 |
He3
H46 175 169 132

Note: Identical colors (shaded boxes) in the haplotype column represent proposed common lineages. The wild type
(SAKAA) in panel A and single mutant (SGKAA) in panel B have multiple unique haplotypes backgrounds (as indicated
by scattered pink, gray and blue shading) and contain allele sizes present in the C, D, E and F panels. The single mutant
SGKAA lineage gives rise to the double mutant SGKGA lineage (predominantly pink shaded haplotypes in panel C)
which in turn gives rise to two triple mutants, SGEGA and SGNGA. Lineage B also gives rise to the double mutant
AGKAA which is a precursor for the triple mutant AGEAA (predominantly gray shaded haplotypes in panel D). Lineage B
also gives rise to the third double mutant, SGEAA which is shaded predominantly blue (Panel E). Panel F has limited
and rare dhps alleles with different haplotype backgrounds. H, Haplotype; N, number of isolates sharing a particular
haplotype. The list of haplotypes in panels C, D, E and F are not in any particular order.
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