Supplementary Table S3: Protein databases used for protein identification. 

	Database
	Source
	Type of database
	Number sequences
	Date of sequence collection
	Comment

	A
	Parasitic nematode proteins (http://www.nematode.net)
	Translated Clustered ESTs 
	169,594
	1/31/07
	References: 
 ADDIN EN.CITE 
[1,2]


	B
	NCBI nr nematode proteins 
	Protein
	108,230
	10/2/07
	By searching NCBI nr proteins using “nematode” as the keyword

	C
	M. incognita EST from INRA-Sophia Antipolis (France)
	Translated Clustered ESTs 
	5,686
	11/7/07
	unpublished

	D
	NCBI nr plant proteins 
	Protein
	72,309
	6/5/07
	By limiting taxonomies to: Arabidopsis thaliana, Glycine max, Hordeum vulgare, Lycopersicon esculentum, Maize, Nicotiana tabacum, Oryza, Oryza sativa, Pisum sativum, Solanum tuberosum, Triticum aestivum, Zea mays
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