
1              GCGCCAGTCATCCGATAGACTGAGTCGCCCGGGTACCCGTGTTCCCAATAAAGCCTTTTG
R              ------------------------------------------------------------

61             CTGTTTGCATCCGAAGCGTGGCCTCGCTGTTCCTTGGGAGGGTCTCCTCAGAGTGATTGA
R              -------->                                                   
U5                      ---------------------------------------------------

121            CTACCCAGCTCGGGGGTCTTTCATTTGGGGGCTCGTCCGGGATTCGGAGACCCCCGCCCA
U5             ------------------------>                                   
tRNA-Pro PBS                            ----------------->                 

181            GGGACCACCGACCCACCGTCGGGAGGTAAGCCGGCCGGCGATCGTTTTGTCTTTGTCTCT
splice donor                          ------>                              

241            GTCTTTGTGCGTGTGTGTGTGTGCCGGCATCTAATCCTCGCGCCTGCGTCTGAATCTGTA

301            CTAGTTAGCTAACTAGATCTGTATCTGGCGGTTCCGCGGAAGAACTGACGAGTTCGTATT
gl-Gag start                                               -->             

361            CCCGGCCGCAGCCCAGGGAGACGTCCCAGCGGCCTCGGGGGCCCGTTTTGTGGCCCATTC

421            TGTATCAGTTAACCTACCCGAGTCGGACTCTTTGGAGTGGCTTTGTTGGGGGACGAGAGA

481            CAGAGACACTTCCCGCCCCCGTCTGAATTTTTGCTTTCGGTTTTACGCCGAAACCGCGCC

541            GCGCGTCTGATTTGTTTTGTTGTTCTTCTGTTCTTCGTTAGTTTTCTTCTGTCTTTAAGT
GAG-OF primer   ------------------->

601            GTTCTCGAGATCATGGGACAGACCGTAACTACCCCTCTGAGTCTAACCTTGCAGCACTGG
Gag                         M  G  Q  T  V  T  T  P  L  S  L  T  L  Q  H  W 
GAG-IF primer    ------------------->

661            GGAGATGTCCAGCGCATTGCATCCAACCAGTCTGTGGATGTCAAGAAGAGGCGCTGGGTT
Gag             G  D  V  Q  R  I  A  S  N  Q  S  V  D  V  K  K  R  R  W  V 

721            ACCTTCTGTTCCGCCGAATGGCCAACTTTCAATGTAGGATGGCCTCAGGATGGTACTTTT
Gag             T  F  C  S  A  E  W  P  T  F  N  V  G  W  P  Q  D  G  T  F 

781            AATTTAGGTGTTATCTCTCAGGTCAAGTCTAGAGTGTTTTGTCCTGGTCCCCACGGACAC
Gag             N  L  G  V  I  S  Q  V  K  S  R  V  F  C  P  G  P  H  G  H 

841            CCGGATCAGGTCCCATATATCGTCACCTGGGAGGCACTTGCCTATGACCCCCCTCCGTGG
Gag             P  D  Q  V  P  Y  I  V  T  W  E  A  L  A  Y  D  P  P  P  W 

901            GTCAAACCGTTTGTCTCTCCTAAACCCCCTCCTTTACCGACAGCTCCCGTCCTCCCGCCC
Gag             V  K  P  F  V  S  P  K  P  P  P  L  P  T  A  P  V  L  P  P 

961            GGTCCTTCTGCGCAACCTCCGTCCCGATCTGCCCTTTACCCTGCCCTTACCCTCTCTATA
Gag             G  P  S  A  Q  P  P  S  R  S  A  L  Y  P  A  L  T  L  S  I 
GAG-IR primer                                     <-------------------

1021           AAGTCCAAACCTCCTAAGCCCCAGGTTCTCCCTGATAGCGGCGGACCTCTCATTGACCTT
Gag             K  S  K  P  P  K  P  Q  V  L  P  D  S  G  G  P  L  I  D  L 

1081           CTCACAGAGGATCCCCCGCCGTACGGAGTACAACCTTCCTCCTCTGCCAGGGAGAACAAT
Gag             L  T  E  D  P  P  P  Y  G  V  Q  P  S  S  S  A  R  E  N  N 
GAG-OR primer                                                       <------

1141           GAAGAAGAGGCGGCCACCACCTCCGAGGTTTCCCCCCCTTCTCCCATGGTGTCTCGACTG
Gag             E  E  E  A  A  T  T  S  E  V  S  P  P  S  P  M  V  S  R  L 
GAG-OR primer  -------------

1201           CGGGGAAGGAGAGACCCTCCCGCAGCGGACTCCACCACCTCCCAGGCATTCCCACTCCGC
Gag             R  G  R  R  D  P  P  A  A  D  S  T  T  S  Q  A  F  P  L  R 

1261           ATGGGGGGAGATGGCCAGCTTCAGTACTGGCCGTTTTCCTCCTCTGATTTATATAATTGG
Gag             M  G  G  D  G  Q  L  Q  Y  W  P  F  S  S  S  D  L  Y  N  W 

1321           AAAAATAATAACCCTTCCTTTTCTGAAGATCCAGGTAAATTGACGGCCTTGATTGAGTCC
Gag             K  N  N  N  P  S  F  S  E  D  P  G  K  L  T  A  L  I  E  S 

1381           GTCCTCATCACCCACCAGCCCACCTGGGACGACTGTCAGCAGTTGTTGGGGACCCTGCTG
Gag             V  L  I  T  H  Q  P  T  W  D  D  C  Q  Q  L  L  G  T  L  L 

1441           ACCGGAGAAGAAAAGCAGCGGGTGCTCCTAGAGGCTGGAAAGGCAGTCCGGGGCAATGAT
Gag             T  G  E  E  K  Q  R  V  L  L  E  A  G  K  A  V  R  G  N  D 

1501           GGACGCCCCACTCAGTTGCCTAATGAAGTCAATGCTGCTTTTCCCCTTGAGCGCCCCGAT
Gag             G  R  P  T  Q  L  P  N  E  V  N  A  A  F  P  L  E  R  P  D 

1561           TGGGATTACACCACTACAGAAGGTAGGAACCACCTAGTCCTCTACCGCCAGTTGCTCTTA
Gag             W  D  Y  T  T  T  E  G  R  N  H  L  V  L  Y  R  Q  L  L  L 

1621           GCGGGTCTCCAAAACGCGGGCAGGAGCCCCACCAATTTGGCCAAGGTAAAAGGGATAACC
Gag             A  G  L  Q  N  A  G  R  S  P  T  N  L  A  K  V  K  G  I  T 

1681           CAGGGACCTAATGAGTCTCCCTCAGCCTTTTTAGAGAGACTCAAGGAGGCCTATCGCAGG
Gag             Q  G  P  N  E  S  P  S  A  F  L  E  R  L  K  E  A  Y  R  R 

1741           TACACTCCTTATGACCCTGAGGACCCAGGGCAAGAAACCAATGTGTCCATGTCATTCATC
Gag             Y  T  P  Y  D  P  E  D  P  G  Q  E  T  N  V  S  M  S  F  I 

1801           TGGCAGTCTGCCCCGGATATCGGGCGAAAGTTAGAGCGGTTAGAAGATTTAAAGAGCAAG
Gag             W  Q  S  A  P  D  I  G  R  K  L  E  R  L  E  D  L  K  S  K 

1861           ACCTTAGGAGACTTAGTGAGGGAAGCTGAAAAGATCTTTAATAAGCGAGAAACCCCGGAA
Gag             T  L  G  D  L  V  R  E  A  E  K  I  F  N  K  R  E  T  P  E 

1921           GAAAGAGAGGAACGTATCAGGAGAGAAATAGAGGAAAAAGAAGAACGCCGTAGGGCAGAG
Gag             E  R  E  E  R  I  R  R  E  I  E  E  K  E  E  R  R  R  A  E 

1981           GATGAGCAGAGAGAGAGAGAAAGGGACCGCAGAAGACATAGAGAGATGAGCAAGCTCTTG
Gag             D  E  Q  R  E  R  E  R  D  R  R  R  H  R  E  M  S  K  L  L 

2041           GCCACTGTAGTTATTGGTCAGAGACAGGATAGACAGGGGGGAGAGCGGAGGAGGCCCCAA
Gag             A  T  V  V  I  G  Q  R  Q  D  R  Q  G  G  E  R  R  R  P  Q 

2101           CTTGATAAGGACCAATGCGCCTACTGCAAAGAAAAGGGACACTGGGCTAAGGACTGCCCA
Gag             L  D  K  D  Q  C  A  Y  C  K  E  K  G  H  W  A  K  D  C  P 

2161           AAGAAGCCACGAGGGCCCCGAGGACCGAGGCCCCAGACCTCCCTCCTGACCTTAGGTGAC
Gag             K  K  P  R  G  P  R  G  P  R  P  Q  T  S  L  L  T  L  G  D 

2221           TAGGGAGGTCAGGGTCAGGAGCCCCCCCCTGAACCCAGGATAACCCTCAAAGTCGGGGGG
Gag-Pro-Pol     *  G  G  Q  G  Q  E  P  P  P  E  P  R  I  T  L  K  V  G  G 

2281           CAACCCGTCACCTTCCTGGTAGATACTGGGGCCCAACACTCCGTGCTGACCCAAAATCCT
Gag-Pro-Pol     Q  P  V  T  F  L  V  D  T  G  A  Q  H  S  V  L  T  Q  N  P 

2341           GGACCCCTAAGTGACAAGTCTGCCTGGGTCCAAGGGGCTACTGGAGGAAAGCGGTATCGC
Gag-Pro-Pol     G  P  L  S  D  K  S  A  W  V  Q  G  A  T  G  G  K  R  Y  R 

2401           TGGACCACGGATCGCAAAGTACATCTGGCTACCGGTAAGGTCACCCACTCTTTCCTCCAT
Gag-Pro-Pol     W  T  T  D  R  K  V  H  L  A  T  G  K  V  T  H  S  F  L  H 

2461           GTACCAGACTGCCCCTATCCTCTGCTAGGAAGAGACTTGCTGACTAAACTAAAAGCCCAA
Gag-Pro-Pol     V  P  D  C  P  Y  P  L  L  G  R  D  L  L  T  K  L  K  A  Q 

2521           ATCCACTTCGAGGGATCAGGAGCTCAGGTTGTGGGACCGATGGGACAGCCCCTGCAAGTG
Gag-Pro-Pol     I  H  F  E  G  S  G  A  Q  V  V  G  P  M  G  Q  P  L  Q  V 

2581           CTGACCCTAAACATAGAAAATAAGTATCGGCTACATGAGACCTCAAAAGAGCCAGATGTT
Gag-Pro-Pol     L  T  L  N  I  E  N  K  Y  R  L  H  E  T  S  K  E  P  D  V 

2641           CCTCTAGGGTCCACATGGCTTTCTGATTTTCCCCAGGCCTGGGCGGAAACCGGGGGCATG
Gag-Pro-Pol     P  L  G  S  T  W  L  S  D  F  P  Q  A  W  A  E  T  G  G  M 

2701           GGACTGGCAGTTCGCCAAGCTCCTCTGATCATACCTCTGAAGGCAACCTCTACCCCCGTG
Gag-Pro-Pol     G  L  A  V  R  Q  A  P  L  I  I  P  L  K  A  T  S  T  P  V 

2761           TCCATAAAACAATACCCCATGTCACAAGAAGCCAGACTGGGGATCAAGCCCCACATACAG
Gag-Pro-Pol     S  I  K  Q  Y  P  M  S  Q  E  A  R  L  G  I  K  P  H  I  Q 

2821           AGGCTGTTGGACCAGGGAATACTGGTACCCTGCCAGTCCCCCTGGAACACGCCCCTGCTA
Gag-Pro-Pol     R  L  L  D  Q  G  I  L  V  P  C  Q  S  P  W  N  T  P  L  L 

2881           CCCGTTAAGAAACCAGGGACTAATGATTATAGGCCTGTCCAGGATCTGAGAGAAGTCAAC
Gag-Pro-Pol     P  V  K  K  P  G  T  N  D  Y  R  P  V  Q  D  L  R  E  V  N 

2941           AAGCGGGTGGAAGACATCCACCCCACCGTGCCCAACCCTTACAACCTCTTGAGCGGGCTC
Gag-Pro-Pol     K  R  V  E  D  I  H  P  T  V  P  N  P  Y  N  L  L  S  G  L 

3001           CCACCGTCCCACCAGTGGTACACTGTGCTTGATTTAAAGGATGCCTTTTTCTGCCTGAGA
Gag-Pro-Pol     P  P  S  H  Q  W  Y  T  V  L  D  L  K  D  A  F  F  C  L  R 

3061           CTCCACCCCACCAGTCAGCCTCTCTTCGCCTTTGAGTGGAGAGATCCAGAGATGGGAATC
Gag-Pro-Pol     L  H  P  T  S  Q  P  L  F  A  F  E  W  R  D  P  E  M  G  I 

3121           TCAGGACAACTGACCTGGACCAGACTCCCACAGGGTTTCAAAAACAGTCCCACCCTGTTT
Gag-Pro-Pol     S  G  Q  L  T  W  T  R  L  P  Q  G  F  K  N  S  P  T  L  F 

3181           GATGAGGCACTGCACAGAGACCTAGCAGATTTCCGGATCCAGCACCCAGACTTGATCCTG
Gag-Pro-Pol     D  E  A  L  H  R  D  L  A  D  F  R  I  Q  H  P  D  L  I  L 

3241           CTACAGTACGTGGATGACTTACTGCTGGCCGCCACTTCTGAGCAAGACTGCCAACGAGGT
Gag-Pro-Pol     L  Q  Y  V  D  D  L  L  L  A  A  T  S  E  Q  D  C  Q  R  G 

3301           ACTCGGGCCCTATTACAAACCCTAGGGAACCTCGGGTATCGGGCCTCGGCCAAGAAAGCC
Gag-Pro-Pol     T  R  A  L  L  Q  T  L  G  N  L  G  Y  R  A  S  A  K  K  A 

3361           CAAATTTGCCAGAAACAGGTCAAGTATCTGGGGTATCTCCTAAAAGAGGGACAGAGATGG
Gag-Pro-Pol     Q  I  C  Q  K  Q  V  K  Y  L  G  Y  L  L  K  E  G  Q  R  W 

3421           CTGACTGAGGCCAGAAAAGAGACTGTGATGGGGCAGCCCACTCCGAAGACCCCTCGACAA
Gag-Pro-Pol     L  T  E  A  R  K  E  T  V  M  G  Q  P  T  P  K  T  P  R  Q 

3481           CTAAGGGAGTTCCTAGGGACGGCAGGCTTCTGTCGCCTCTGGATCCCTGGGTTTGCAGAA
Gag-Pro-Pol     L  R  E  F  L  G  T  A  G  F  C  R  L  W  I  P  G  F  A  E 

3541           ATGGCAGCCCCCTTGTACCCTCTTACCAAAACGGGGACTCTGTTTAATTGGGGCCCAGAC
Gag-Pro-Pol     M  A  A  P  L  Y  P  L  T  K  T  G  T  L  F  N  W  G  P  D 

3601           CAGCAAAAGGCCTATCAAGAAATCAAACAGGCTCTTCTAACTGCCCCCGCCCTGGGATTG
Gag-Pro-Pol     Q  Q  K  A  Y  Q  E  I  K  Q  A  L  L  T  A  P  A  L  G  L 

3661           CCAGATTTGACTAAGCCCTTTGAACTCTTTGTCGACGAGAAGCAGGGCTACGCCAAAGGC
Gag-Pro-Pol     P  D  L  T  K  P  F  E  L  F  V  D  E  K  Q  G  Y  A  K  G 

3721           GTCCTAACGCAAAAACTGGGACCTTGGCGTCGGCCTGTGGCCTACCTGTCCAAAAAGCTA
Gag-Pro-Pol     V  L  T  Q  K  L  G  P  W  R  R  P  V  A  Y  L  S  K  K  L 

3781           GACCCAGTGGCAGCTGGGTGGCCCCCTTGCCTACGGATGGTAGCAGCCATTGCCGTTCTG
Gag-Pro-Pol     D  P  V  A  A  G  W  P  P  C  L  R  M  V  A  A  I  A  V  L 

3841           ACAAAGGATGCAGGCAAGCTAACTATGGGACAGCCGCTAGTCATTCTGGCCCCCCATGCG
Gag-Pro-Pol     T  K  D  A  G  K  L  T  M  G  Q  P  L  V  I  L  A  P  H  A 

3901           GTAGAAGCACTGGTCAAACAACCCCCTGACCGTTGGCTATCCAATGCCCGCATGACCCAC
Gag-Pro-Pol     V  E  A  L  V  K  Q  P  P  D  R  W  L  S  N  A  R  M  T  H 

3961           TATCAGGCAATGCTCCTGGATACAGACCGGGTTCAGTTCGGACCGGTGGTGGCCCTCAAC
Gag-Pro-Pol     Y  Q  A  M  L  L  D  T  D  R  V  Q  F  G  P  V  V  A  L  N 

4021           CCGGCCACCCTGCTCCCCCTACCGGAAAAGGAAGCCCCCCATGACTGCCTCGAGATCTTG
Gag-Pro-Pol     P  A  T  L  L  P  L  P  E  K  E  A  P  H  D  C  L  E  I  L 

4081           GCTGAGACGCACGGAACCAGACCGGACCTCACGGACCAGCCCATCCCAGACGCTGATTAC
Gag-Pro-Pol     A  E  T  H  G  T  R  P  D  L  T  D  Q  P  I  P  D  A  D  Y 

4141           ACTTGGTACACAGATGGAAGCAGCTTCCTACAAGAAGGACAACGGAGAGCTGGAGCAGCG
Gag-Pro-Pol     T  W  Y  T  D  G  S  S  F  L  Q  E  G  Q  R  R  A  G  A  A 

4201           GTGACTACTGAGACCGAGGTAATCTGGGCGAGGGCTCTGCCGGCTGGAACATCCGCCCAA
Gag-Pro-Pol     V  T  T  E  T  E  V  I  W  A  R  A  L  P  A  G  T  S  A  Q 

4261           CGAGCCGAACTGATAGCACTCACCCAAGCCTTAAAGATGGCAGAAGGTAAGAAGCTAAAT
Gag-Pro-Pol     R  A  E  L  I  A  L  T  Q  A  L  K  M  A  E  G  K  K  L  N 

4321           GTTTACACTGATAGCCGCTATGCCTTCGCCACGGCCCATGTCCATGGAGAAATATATAGG
Gag-Pro-Pol     V  Y  T  D  S  R  Y  A  F  A  T  A  H  V  H  G  E  I  Y  R 

4381           AGGCGAGGGTTGCTGACCTCAGAAGGCAGAGAAATTAAAAACAAGAACGAGATCTTGGCC
Gag-Pro-Pol     R  R  G  L  L  T  S  E  G  R  E  I  K  N  K  N  E  I  L  A 

4441           TTGCTAAAAGCTCTCTTTCTGCCCAAACGACTTAGTATAATTCACTGTCCAGGACATCAA
Gag-Pro-Pol     L  L  K  A  L  F  L  P  K  R  L  S  I  I  H  C  P  G  H  Q 

4501           AAAGGAAACAGTGCTGAGGCCAGAGGCAACCGTATGGCAGATCAAGCAGCCCGAGAGGCA
Gag-Pro-Pol     K  G  N  S  A  E  A  R  G  N  R  M  A  D  Q  A  A  R  E  A 

4561           GCCATGAAGGCAGTTCTAGAAACCTCTACACTCCTCATAGAGGACTCAACCCCGTATACG
Gag-Pro-Pol     A  M  K  A  V  L  E  T  S  T  L  L  I  E  D  S  T  P  Y  T 

4621           CCTCCCCATTTCCATTACACCGAAACAGATCTCAAAAGACTACGGGAACTGGGAGCCACC
Gag-Pro-Pol     P  P  H  F  H  Y  T  E  T  D  L  K  R  L  R  E  L  G  A  T 

4681           TACAATCAGACAAAAGGATATTGGGTCCTACAAGGCAAACCTGTGATGCCCGATCAGTCC
Gag-Pro-Pol     Y  N  Q  T  K  G  Y  W  V  L  Q  G  K  P  V  M  P  D  Q  S 

24 nt

Figure S1



4741           GTGTTTGAACTGTTAGACTCCCTACACAGACTCACCCATCCGAGCCCTCAAAAGATGAAG
Gag-Pro-Pol     V  F  E  L  L  D  S  L  H  R  L  T  H  P  S  P  Q  K  M  K 

4801           GCACTCCTCGACAGAGAAGAAAGCCCCTACTACATGTTAAACCGGGACAGAACTATCCAG
Gag-Pro-Pol     A  L  L  D  R  E  E  S  P  Y  Y  M  L  N  R  D  R  T  I  Q 

4861           TATGTGACTGAGACCTGCACCGCCTGTGCCCAAGTAAATGCCAGCAAAGCCAAAATTGGG
Gag-Pro-Pol     Y  V  T  E  T  C  T  A  C  A  Q  V  N  A  S  K  A  K  I  G 

4921           GCAGGGGTGCGAGTACGCGGACATCGGCCAGGCACCCATTGGGAAGTTGATTTCACGGAA
Gag-Pro-Pol     A  G  V  R  V  R  G  H  R  P  G  T  H  W  E  V  D  F  T  E 

4981           GTAAAGCCAGGACTGTATGGGTACAAGTACCTCCTAGTGTTTGTAGACACCTTCTCTGGC
Gag-Pro-Pol     V  K  P  G  L  Y  G  Y  K  Y  L  L  V  F  V  D  T  F  S  G 

5041           TGGGTAGAGGCATTCCCGACCAAGCGGGAAACTGCCAAGGTTGTGACCAAAAAGCTGTTA
Gag-Pro-Pol     W  V  E  A  F  P  T  K  R  E  T  A  K  V  V  T  K  K  L  L 

5101           GAAGACATTTTTCCGAGATTTGGAATGCCGCAGGTATTGGGATCTGATAACGGGCCTGCC
Gag-Pro-Pol     E  D  I  F  P  R  F  G  M  P  Q  V  L  G  S  D  N  G  P  A 

5161           TTCGCCTCCCAGGTAAGTCAGTCAGTGGCCGATTTACTGGGGATCGATTGGAAGTTACAT
Gag-Pro-Pol     F  A  S  Q  V  S  Q  S  V  A  D  L  L  G  I  D  W  K  L  H 

5221           TGTGCTTATAGACCCCAGAGTTCAGGACAGGTAGAAAGAATGAATAGAACAATTAAGGAG
Gag-Pro-Pol     C  A  Y  R  P  Q  S  S  G  Q  V  E  R  M  N  R  T  I  K  E 

5281           ACTTTGACCAAATTAACGCTTGCATCTGGCACTAGAGACTGGGTACTCCTACTCCCCTTA
Gag-Pro-Pol     T  L  T  K  L  T  L  A  S  G  T  R  D  W  V  L  L  L  P  L 

5341           GCCCTCTACCGAGCCCGGAATACTCCGGGCCCCCACGGACTGACTCCGTATGAAATTCTG
Gag-Pro-Pol     A  L  Y  R  A  R  N  T  P  G  P  H  G  L  T  P  Y  E  I  L 

5401           TATGGGGCACCCCCGCCCCTTGTCAATTTTCATGATCCTGAAATGTCAAAGTTAACTAAT
Gag-Pro-Pol     Y  G  A  P  P  P  L  V  N  F  H  D  P  E  M  S  K  L  T  N 

5461           AGTCCCTCTCTCCAAGCTCACTTACAGGCCCTCCAAGCAGTACAACAAGAGGTCTGGAAG
Gag-Pro-Pol     S  P  S  L  Q  A  H  L  Q  A  L  Q  A  V  Q  Q  E  V  W  K 
splice accep                     -------->                                 

5521           CCGCTGGCCGCTGCTTATCAGGACCAGCTAGATCAGCCAGTGATACCACACCCCTTCCGT
Gag-Pro-Pol     P  L  A  A  A  Y  Q  D  Q  L  D  Q  P  V  I  P  H  P  F  R 

5581           GTCGGTGACGCCGTGTGGGTACGCCGGCACCAGACTAAGAACTTAGAACCTCGCTGGAAA
Gag-Pro-Pol     V  G  D  A  V  W  V  R  R  H  Q  T  K  N  L  E  P  R  W  K 

5641           GGACCCTACACCGTCCTGCTGACAACCCCCACCGCTCTCAAAGTAGACGGCATCTCTGCG
Gag-Pro-Pol     G  P  Y  T  V  L  L  T  T  P  T  A  L  K  V  D  G  I  S  A 

5701           TGGATACACGCCGCTCACGTAAAGGCGGCGACAACTCCTCCGGCCGGAACAGCATGGAAA
Gag-Pro-Pol     W  I  H  A  A  H  V  K  A  A  T  T  P  P  A  G  T  A  W  K 
Env                                                                  M  E  

5761           GTCCAGCGTTCTCAAAACCCCTTAAAGATAAGATTAACCCGTGGGGCCCCCTGATAATTA
Gag-Pro-Pol     V  Q  R  S  Q  N  P  L  K  I  R  L  T  R  G  A  P  *       
Env            S  P  A  F  S  K  P  L  K  D  K  I  N  P  W  G  P  L  I  I  

5821           TGGGGATCTTGGTGAGGGCAGGAGCCTCAGTACAACGTGACAGCCCTCACCAGGTCTTTA
Env            M  G  I  L  V  R  A  G  A  S  V  Q  R  D  S  P  H  Q  V  F  

5881           ATGTCACTTGGAAAATTACCAACCTAATGACAGGACAAACAGCTAATGCTACCTCCCTCC
Env            N  V  T  W  K  I  T  N  L  M  T  G  Q  T  A  N  A  T  S  L  

5941           TGGGGACGATGACAGACACTTTCCCTAAACTATATTTTGACTTGTGTGATTTAGTTGGAG
Env            L  G  T  M  T  D  T  F  P  K  L  Y  F  D  L  C  D  L  V  G  

6001           ACAACTGGGATGACCCGGAACCCGATATTGGAGATGGTTGCCGCTCTCCCGGGGGAAGAA
Env            D  N  W  D  D  P  E  P  D  I  G  D  G  C  R  S  P  G  G  R  

6061           AAAGGACAAGACTATATGATTTCTATGTTTGCCCCGGTCATACTGTATTAACAGGGTGTG
Env            K  R  T  R  L  Y  D  F  Y  V  C  P  G  H  T  V  L  T  G  C  

6121           GAGGGCCGAGAGAGGGCTACTGTGGCAAATGGGGATGTGAGACCACTGGACAGGCATACT
Env            G  G  P  R  E  G  Y  C  G  K  W  G  C  E  T  T  G  Q  A  Y  

6181           GGAAGCCATCATCATCATGGGACCTAATTTCCCTTAAGCGAGGAAACACTCCTAAGGGTC
Env            W  K  P  S  S  S  W  D  L  I  S  L  K  R  G  N  T  P  K  G  

6241           AGGGCCCCTGTTTTGATTCCTCAGTGGGCTCCGGTAGCATCCAGGGTGCCACACCGGGGG
Env            Q  G  P  C  F  D  S  S  V  G  S  G  S  I  Q  G  A  T  P  G  

6301           GTCGATGCAACCCCCTAGTCCTAGAATTCACTGACGCGGGTAAAAGGGCCAGCTGGGATG
Env            G  R  C  N  P  L  V  L  E  F  T  D  A  G  K  R  A  S  W  D  

6361           CCCCCAAAACATGGGGACTAAGACTGTATCGATCCACTGGGGCCGACCCGGTGACCCTGT
Env            A  P  K  T  W  G  L  R  L  Y  R  S  T  G  A  D  P  V  T  L  

6421           TCTCTCTGACCCGCCAGGTCCTCAATGTAGGGCCCCGCGTCCCCATTGGGCCTAATCCCG
Env            F  S  L  T  R  Q  V  L  N  V  G  P  R  V  P  I  G  P  N  P  

6481           TGATCACTGAACAGCTACCCCCCTCCCAACCCGTGCAGATCATGCTCCCCAGGCCTCCTC
Env            V  I  T  E  Q  L  P  P  S  Q  P  V  Q  I  M  L  P  R  P  P  

6541           GTCCTCCTCCTTCAGGCGCGGCCTCTATGGTGCCTGGGGCTCCCCCGCCTTCTCAACAAC
Env            R  P  P  P  S  G  A  A  S  M  V  P  G  A  P  P  P  S  Q  Q  

6601           CTGGGACGGGAGACAGGCTGCTAAACCTGGTAGAAGGAGCCTACCAAGCCCTCAACCTCA
Env            P  G  T  G  D  R  L  L  N  L  V  E  G  A  Y  Q  A  L  N  L  

6661           CCAGTCCCGACAAAACCCAAGAGTGCTGGCTGTGTCTAGTATCGGGACCCCCCTACTACG
Env            T  S  P  D  K  T  Q  E  C  W  L  C  L  V  S  G  P  P  Y  Y  

6721           AAGGGGTGGCCGTCCTAGGTACTTACTCCAACCATACCTCTGCCCCGGCTAACTGCTCCG
Env            E  G  V  A  V  L  G  T  Y  S  N  H  T  S  A  P  A  N  C  S  

6781           TGACCTCCCAACACAAGCTGACCCTGTCCGAAGTGACCGGGCAGGGACTCTGCATAGGAG
Env            V  T  S  Q  H  K  L  T  L  S  E  V  T  G  Q  G  L  C  I  G  

6841           CAGTTCCCAAAACCCATCAGGCCCTGTGTAATACCACCCAGAAGACGAGCGACGGGTCCT
Env            A  V  P  K  T  H  Q  A  L  C  N  T  T  Q  K  T  S  D  G  S  

6901           ACTATTTGGCCTCTCCCGCCGGGACCATTTGGGCTTGCAGCACCGGGCTCACTCCCTGTC
Env            Y  Y  L  A  S  P  A  G  T  I  W  A  C  S  T  G  L  T  P  C  

6961           TATCTACTACTGTGCTTAACTTAACCACTGATTACTGTGTCCTGGTTGAACTCTGGCCAA
Env            L  S  T  T  V  L  N  L  T  T  D  Y  C  V  L  V  E  L  W  P  

7021           AGGTAACCTACCACTCCCCTAATTATGTTTATGGCCAGTTTGGAAAGAAAACTAAATATA
Env            K  V  T  Y  H  S  P  N  Y  V  Y  G  Q  F  G  K  K  T  K  Y  

7081           AAAGAGAGCCGGTGTCATTAACTCTGGCCCTGCTGTTGGGAGGACTTACTATGGGCGGCA
Env            K  R  E  P  V  S  L  T  L  A  L  L  L  G  G  L  T  M  G  G  

7141           TAGCTGCAGGAGTTGGAACAGGGACTACAGCCCTAGTGGCCACCAAACAATTCGAGCAGC
Env            I  A  A  G  V  G  T  G  T  T  A  L  V  A  T  K  Q  F  E  Q  

7201           TCCAGGCAGCCATACATACAGACCTTGGGGCCTTAGAAAAATCAGTCAGTGCCCTAGAAA
Env            L  Q  A  A  I  H  T  D  L  G  A  L  E  K  S  V  S  A  L  E  

7261           AGTCTCTGACCTCGTTGTCTGAGGTGGTCCTACAGAACCGGAGGGGATTAGATCTACTGT
Env            K  S  L  T  S  L  S  E  V  V  L  Q  N  R  R  G  L  D  L  L  

7321           TCCTAAAAGAAGGAGGATTATGTGCTGCCCTAAAAAAAGAATGCTGTTTTTACGCGGACC
Env            F  L  K  E  G  G  L  C  A  A  L  K  K  E  C  C  F  Y  A  D  

7381           ACACTGGCGTAGTAAGAGATAGCATGGCAAAGCTAAGAGAAAGGTTAAACCAGAGACAAA
Env            H  T  G  V  V  R  D  S  M  A  K  L  R  E  R  L  N  Q  R  Q  

7441           AATTGTTCGAATCAGGACAAGGGTGGTTTGAGGGACTGTTTAACAGGTCCCCATGGTTCA
Env            K  L  F  E  S  G  Q  G  W  F  E  G  L  F  N  R  S  P  W  F  

7501           CGACCCTGATATCCACCATTATGGGCCCTCTGATAGTACTTTTATTAATCCTACTCTTCG
Env            T  T  L  I  S  T  I  M  G  P  L  I  V  L  L  L  I  L  L  F  

7561           GACCCTGTATTCTCAACCGCTTGGTCCAGTTTGTAAAAGACAGAATTTCGGTAGTGCAGG
Env            G  P  C  I  L  N  R  L  V  Q  F  V  K  D  R  I  S  V  V  Q  

7621           CCCTGGTTCTGACCCAACAGTATCACCAACTCAAATCAATAGATCCAGAAGAAGTGGAAT
Env            A  L  V  L  T  Q  Q  Y  H  Q  L  K  S  I  D  P  E  E  V  E  

7681           CACGTGAATAAAAGATTTTATTCAGTTTCCAGAAAGAGGGGGGAATGAAAGACCCCACCA
Env            S  R  E  *                                                  
U3                                                          ---------------

7741           TAAGGCTTAGCACGCTAGCTACAGTAACGCCATTTTGCAAGGCATGGAAAAGTACCAGAG
U3             ------------------------------------------------------------

7801           CTGAGTTCTCAAAAGTTACAAGGAAGTTTAATTAAAGAATAAGGCTGAATAACACTGGGA
U3             ------------------------------------------------------------

7861           CAGGGGCCAAACAGGATATCTGTAGTCAGGCACCTGGGCCCCGGCTCAGGGCCAAGAACA
U3             ------------------------------------------------------------
GRE                                                                  ------

7921           GATGGTCCTCAGATAAAGCGAAACTAACAACAGTTTCTGGAAAGTCCCACCTCAGTTTCA
U3             ------------------------------------------------------------
GRE            -------->                                                   

7981           AGTTCCCCAAAAGACCGGGAAATACCCCAAGCCTTATTTAAACTAACCAATCAGCTCGCT
U3             ------------------------------------------------------------
CAAT box                                                     ---->         

8041           TCTCGCTTCTGTACCCGCGCTTTTTGCTCCCCAGTCCTAGCCCTATAAAAAAGGGGTAAG
U3             ------------------------------------------------------------
TATA box                                                  ------>          

8101           AACTCCACACTCGGCGCGCCAGTCATCCGATAGACTGAGTCGCCCGGGTACCCGTGTTCC
U3             -------------->                                             
R                             ---------------------------------------------

8161           CAATAAAGCCTTTTGCTGTTTGCAA
R              -----------------------> 
polyA signal    ----->                  
polyA site                             >

Figure S1 (continued)


