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In the Calculating epidemiologically adjusted Ct values subsection of the Methods, there are a

number of formatting errors in the sixth and ninth equations. Please view the complete, cor-

rect sixth equation here:
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Please also view the complete, correct ninth equation here:
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The in-text expressions on page 20, line 5 are incorrect. The correct expressions are:

amax
ij ¼ 4ðtijk � ~t ijÞ and amin

ij ¼ 4ðtijk � tij;k� 1Þ

There are a number of errors in the caption for Fig 4, “Adjusted Ct values plotted against dif-

ferent factors”. Please see the complete, correct Fig 4 caption here.

In the Investigating variables associated with within-host viral burden subsection of the

Results, there is an error on the third line of the second paragraph referencing Fig 4C and

Fig 4F. The correct reference is Fig 4E and Fig 4F.
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Fig 4. Adjusted Ct values plotted against different factors. For samples sequenced at Oxford (A, C and E) and at Northumbria (B, D and F), adjusted Ct

values are plotted against different variables. Panel A) and B) show a LOESS fit (smoothing parameter = 0.55) of adjusted Ct values over sample date,

categorised by variant. Panels C) and D) show box and whisker plots of adjusted Ct values by age category. Panels E) and F) show box and whisker plots of

adjusted Ct values by prior vaccination and/or infection, by variant. Horizontal lines represent the median and interquartile range. Parameter values used in

these calculations are listed in Table 3.
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