S3 File. LSOs accession codes, Real time PCR primer sequences and PCR

efficiencies. Primers used for qPCR amplification of the LSOs akt2, atf4, cdc42bpa,

chuk, eif3j, fst, grb2, igf2, igf2bp2, igfbp3, mef2d, myod, pik3ca, pip4k2a, rafl, rictor,

rragc, tgfbl, tgfb3 and trim63. Primers were also designed for the reference genes

rpl13, rpl19 and ppiaa, and also for the fbxo32 to prove the efficacy of fasting-refeeding

treatments. Accession code based on European Nucleotide Archive - ENA (accession
number PRIEB6656) for pacu (Mareco et al., 2015) and Ensembl Genome Browser 102
database (https://www.ensembl.org) for Nile tilapia.

Accession Code

Primers (5’ to 3°)
F: CCAATGCTGAGAGGGAAGAG

E(%) Tm(°C)

akt2 pacu compl44275 c3_seqdl R: GTTGATGTCCATTGGCTCCT 96 80
ak2a tilapia | ENSONIP00000006025 | - oS/ ATECRTSTTETEABE 102 75
aki2b tilapia | ENSONIPO000000G516 | o (oo on o oA CAOCABTO0 99 81

atf4 pacu compl145578 c0_seql ';:: %%giig’?giﬁggggi’éiﬁél 104 84
atfdatilapia | ENSONIPO0000016467 | o Lo o e e 97 77
atfab tilapia | ENSONIPO0000010752 | e o 2lEr T 2o 99 77

cdc42bpaa pacu compl123183 c0_seq3 ; igg?gTTCCTT g:TC (:(:(T;(:E;(C;SCCT 96 83
cdc42bpab pacu | compl45167_c3_seq39 R: 'Z:TGC’A&TGCTTCTTC : :‘CG AT CC CG CG CG A?TTCCA C 100 84
cdcd2bpa tilapia | ENSONIP00000001562 | 5 oAC-CBBAREACT TTOAG %8 77

chuk pacu compl143689 cl seq38 ; '_Ar‘lgggrciﬁggﬁ‘ GCTTg CTZE 95 81
chuka tilapia | ENSONIP00000022863 | o ot PSP SEo o TEEACE % 81
chukb tilapia | ENSONIP00000012095 | o2 A-ARACrfOE R TAeT % 78

eif3ja pacu compl37884 c0_seq67 F:Re:iigéﬁigﬁﬁ‘%%ﬁiéiiégﬁe 98 77
eif3jb pacu compl44636 c0_seq88 RF:: g é‘ g AT cCAC((:::%; g CT$$‘CT§ATTGTC: c 97 83
eif3j tilapia | ENSONIPO00000078E8 | '/ oo oot D oore s o7 77

fsta pacu compl143036_c0 seqll ';:: 'é'?ggggﬁg? GG ggl}??é‘:g 96 84

fstb pacu compl144113 c3 _seql R':::G?A'Afec :‘ :CC g‘ GTGri'éi$é$ é::g G 98 84

fst tilapia ENSONIP00000017943 | 1 0ot T o eacer 97 80
grb2a pacu comp138113 c0_seql6 F: CCCATCTTCCTGAGAGACATC 105 84

R: GTTAGGGTCCGAGTTGTCCA




F: CCCTGTTTGATTTTGACCCT

grb2b pacu compl16716_cl_seql R: COTAATTGCGTGGGAACATT 104 83

o F: TATAGAGCAGGTCCCCCAGA
grb2 tilapia ENSONIP00000010393 R: ACCAGTTGGGETCAGAGTTG 97 83
igf2a pacu compl133875_c0_seq2 F::; %’?’éﬁ;gggéﬁé‘gg%iﬁg G 101 83
igf2b pacu compl133875_c0_seql F CRAé‘gggiéijﬁ‘éf GCTC:GT g ;;’?‘;gm 99 79
igf2tilapia | ENSONIP00000018238 | ', <~ P Ce AR RTACO BT 100 79

. F: CCTGATGCTCCTGAGAGAATG
igf2bp2a pacu comp140394_c4 seq8 R: GCGGGGACTTTGATATGTGT 96 82
igf2bp2b pacu comp59776_c0_seq2 ;%E%i%%ﬁg:‘ééﬁgﬂ? g ((;: 99 81
igf2bp2 tilapia | ENSONIP00000011355 | 7 /A0S ASECPACEoAC 103 83

. F: TTCGTAGCCTGGCAGAGACT
igfbp3 pacu compl129938 c2_seql R: GTTTCCGCATTCCAAACTGT 97 80

. o F: CGTTGGAACTGTGAAGGATG
igfbp3a tilapia | ENSONIP00000008019 B A G S 105 79
igfbp3b tilapia | ENSONIP00000012146 | - co ot TRATT TOTVICATER % 81
mef2d pacu compl141550 c0_seql2 F: CTTGCTGCTTTGTGAGGTGA 96 84

R: CCTCCTCTCTGTCTCCAACG

mef2da tilapia

ENSONIP00000024882

F: GACCAAAGTCCCCTTAATGATG
R: TTGACTGTCCGTAGCGTTTG

99

76

mef2db tilapia

ENSONIP00000001942

F: AAAGCCCGCTAAATGACCG
R: ATACTGGCACGGTGACTGG

99

83

F: GTTCGTCGTCTTCCTCTTGC

myod pacu compl44727 cl seqgd R: ACCCGTGCTTTAACACCAAC 101 88
- F: GACAGCAGCTCTTATTTCTC
myod1 tilapia ENSONIP00000013575 R: GCTGCTGTTATCGGTGGAGAT 101 83
- F: GCTCTGATGGCTTGGTGG
myod?2 tilapia ENSONIP00000009955 R: CAATGCTGGACAAACAGTCE 92 80
pik3ca pacu compl141601 cO_seq36 F: ACGAATGCCAAACCTTATGC 95 83

R: CGTATCCTCAGGGTGCTGTT

pik3caa tilapia

ENSONIP00000010535

F: TCTCAGGGCAGAGCAATCG
R: TGTCTCAACTGCTCGGTGTC

100

79

pik3cab tilapia

ENSONIP00000013444

F: CTCCCCTGTCAAGTTTCCTG
R: CTGTCAGTCAGGGGGTTGTC

95

80

pip4k2aa pacu

compl121239 c0 seql

F: TTCGTGCTAATGTCTGTCCG
R: CGTTAGCCTGTTAGCCTGTCA

98

83

pip4k2ab pacu

compl140051 cO0_seq2

F: CACAAGTGAGCACAAAGCG
R: GTCTCCCAGCAACAGCCTAA

101

82

pip4k2a tilapia

ENSONIP00000018162

F: TGTCTTCTCTCACCGCCTTT
R: ATCTTCTGCCCATCGTTGAT

99

80

F: CTAAGCAATGGGCTAGGAATG

rafla pacu compl41875 c1 seq33 R: GAATGGTGCTGCTTGTTTTG 98 81
F: CCTCAGTAATGGGTTTGGCT

raflb pacu compl139101 c4 seq33 R: GAGGAGCGTCOTTGATAAGS 97 78

rafl tilapia | ENSONIP00000021654 | - CTGCCTTTCTCCGACCATAG %5 83

R: TGCTGGTTTGGGAGGTAGAC

rictora pacu

comp144775_c0_seql0

F: GCGGAGTCTCCAGAGTAACG
R: CTTCACTGAGCACAGGGTC

96

83




F: CGCAACCGCTTTCTTATCTC

rictorb pacu comp144775_c0_seq9 R: TTAGGGTCGCTGTTGAGCTT 97 83
rictor tilapia | ENSONIP00000013607 | =~ OO/ 2ET TFCERaCHEAC % 81
rragc pacu comp138962_c0_seql4 ; gi@éﬁéﬁéﬁéﬁﬁi?@ﬂ;i 99 79
rragea tilapia | ENSONIP00000020531 | ' ==l [0 TIFETEOABACERC 1 100 80
rrageb tilapia | ENSONIP00000017182 | gg?g@iﬁ%%i’g%’;ﬁﬁcc 97 80
tgfbla pacu compl136705_c0_seq? E:Liﬁi%gzi%ﬁﬁggggig 97 81
tgfblb pacu comp139916 c0_seq9 F:R?TCL(ZAA%(ZEAQC;E;%@%(?;iiC 97 80
tofbl tilapia | ENSONIP00000007415 | ', [2TCORCTIOAEAToRTER 100 82
tgfb3 pacu compl44011 c4 seq32 ;:: g@iﬁiﬁélﬁﬂ;éé;iﬁi 103 79
tofb3a tilapia | ENSONIP00000025436 | - - CTo=PCr TERVEEAZE 105 81
tgfb3b tilapia | ENSONIP00000019232 | - CCCCTATCAAATCCAAGCG % 79

R: TTGTCTTGACCGCAACTCTG

trim63a pacu

compl145456_c0_seq?

F: ATGTTGCTGTTGTCCATACTCTG
R: ATCACATCACCCAGGAGCA

97

82

trim63b pacu

comp142409 c0_seql

F: GGCTCGGGTCTCTCCTCGG
R: CCAGGCGTTACGGAGACC

102

87

F: GTTGTCATCCTTCCGTGTCAG

trim63 tilapia ENSONIP00000024115 R: TCTGAGAGGCGGTAGGTCTTC 96 82
rpl13 pacu comp141862 c0_seql RF:::(: gﬁﬁgﬁgfﬁrﬁ;ﬁi&aﬁ 103 82
rpli3tilapia | ENSONIPO0000007470 | o i CoAATEATE XA 103 85
rpl19 pacu comp145235 c0_seq2 ';%ﬁéggiﬁggg?gifﬁg g g g 99 87
rpli9tilapia | ENSONIP00000020477 | oo PCS AT AATSRG AT % 83
ppiaa pacu compl145566 c0_seql ; égéi;ggggi\%fgﬁiﬁiiﬁ 105 85
ppiaatilapia | ENSONIP00000000799 | - COCCTCCCAGTTCTTCATC 105 84

R: GCCGTAGGACTCCATCTTC

fbxo32 pacu

compl145335 cl1_seqg5

F: TCTTTGGTGCTCCCCTTGTG
R: TAAAACCGAGGACGGCTGG

96

80

fbxo32 tilapia

ENSONIP00000009089

F: CCGAATGGAGAACATCCTG
R: GCAGAGTTTCTTCCACAGCA

102

85

F, forward; R, reverse; E, PCR efficiency; Tm, melting temperature.




