
Supplementary figure S1. Eight divergent genetic groups of C. canephora and their geographical distribution (adapted 

from Merot-L’anthoene et al., 2019): A- Geographical distribution of eight genetic groups, B- A neighbor-joining tree 

based on Euclidean distance between the eight a priori groups of C. canephora and accessions of C. arabica and 

C.  eugenioides, C- Summary table of the historical definition of C. canephora genetic groups with the references and the 

marker types in use. Ugandan group is highlighted in red. 
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