Supplemental Figure S2: A) exon — intron structure of target loci, gRNA sequences are reported for
each locus, B) mutant genotypes considered in this study, gRNAs are highlighted in yellow, PAM
sequence in bold
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Wild type alleles

GN1AWT
GGGCGCCTCGGCTCGCCGCCGCCGCCGCCGTGCTCTACCCGTCGCGCCCCGCCGACATCGCCGCGCTGCTGCGCGCGTCGTGCGCACGCCCGGCGCCGTT

GS3 wWT
ACTGCAACTGCTGCTCCTCCTCCTCCTCCTCATGTGGGGCGGCGTTAACGAAGAGTCCGTGTCGCTGCCGCCGCCGCAGCTGCTGCTGCCGTCGCTGCTG

GwW2 wt
GAGTGCCCCATCTGCTTCCTGTACTACCCAAGTCTTAACCGATCAAAGTGTTGCTCAAAAGGGATATGCACCGAGTGCTTTCTCCAAATGAAACCAACTC

gnia single mutants gs3 single mutants
Genotype 1 gnla -2 bps Genotype 1 gs3 -2 bps

CGCCGTGCTCTACCCGTCGC~-—-CCCGCCGACATCGCCGCGCTGCTGCGCG CTGCTCCTCCTCCTCCTCCTCAT--GGGGCGGCGTTAACGAAGAGTCCGT

Genotype 2 gnia +1 bps Genotype 2 gs3 +1 bps
GCCGTGCTCTACCCGTCGCGCGCCCGCCGACATCGCCGCGCTGCTGCGCG CTGCTCCTCCTCCTCCTCCTCATTGTGGGGCGGCGTTAACGAAGAGTCCG

gnia gs3 double mutants
Genotype 1 gnla -2 bps gs3 -2 bps

CGCCGTGCTCTACCCGTCGC--CCCGCCGACATCGCCGCGCTGCTGCGCG CTGCTCCTCCTCCTCCTCCTCAT--GGGGCGGCGTTAACGAAGAGTCCGT

Genotype 2 gnla -2 bps gs3 -4 bps
CGCCGTGCTCTACCCGTCGC--CCCGCCGACATCGCCGCGCTGCTGCGCG CTGCTCCTCCTCCTCCTCCTCAT----GGCGGCGTTAACGAAGAGTCCGT

gnla gs3 gw2 triple mutants
Genotype 1 gs3 -2 bps gnia +1 bps gw2 -1 bps
TCCTCCTCCTCCTCCTCAT--GGGGCGGCGTT  TACCCGTCGCGCTCCCGCCGACATCGCCGCGC — CTTCCTGTACTACCCAAGT-TTAACCGATCAA

Genotype 2 gs3 -2 bps gnla-1bps gw2 -1 bps
TCCTCCTCCTCCTCCTCAT--GGGGCGGCGTT  TTACCCGTCGCG-CCCGCCGACATCGCCGCGC — CTTCCTGTACTACCCAAGT-TTAACCGATCAA

htd 1 single mutants
HTD 1 WT
GGGCGGCCGGCTGCTCTGCCTCTGGGAGGGCGGCCAGCCGTACGAGGTTGACCCCCGGACGCTCGAGACCGTCGGCCCGTTCGACCTGCTCGGCCTCGCC

Genotype 1 htd1
GGGCGGCCGGCTGCTCTGCCTCTGGGAGGGCGGCCAGCCET————— === === —————— ACGCTCGAGACCGTCGGCCCGTTCGACCTGCTCGGCCTCGCC

Genotype 2 htd1
GGGCGGCCGGCTGCTCTGCCTCTGGGAGGGCGGCCAGCCGTA—————— GACCCCCGGACGCTCGAGACCGTCGGCCCGTTCGACCTGCTCGGCCTCGCC






