
11_11127152.8
289824153.9
11_21427155.3
136901163.0
138550164.3
11_10631165.0
131382169.1
1586094169.9
322288170.0
2550164170.8
11_21272171.1
2551231173.5
99452174.5
40984175.6
69302176.6
442051177.5
37551178.4
274760179.9
2546648180.1
37329181.0
11_21523183.1
43211184.7
60459185.3
2555870186.7
45283187.5
11_11516190.6
1594539194.2
63539198.4

3H-7 [2]
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157894840.8
3892044.6
5814950.0
4657151.4
156463352.3
26783153.3
39790254.1
4916158.9
6661559.5
158270461.2
255197562.8
13529065.1
155849865.7
15665566.4
21188071.5
13643773.8
9442075.4
158293277.5
159699078.3
13606079.0
13825379.7
4233581.4
156074281.8
17135182.1
3901884.0
28081084.5
4702186.0
13575987.1
11_2149090.5
5286091.1
11_2001291.9
5049893.4
11417897.3
5298197.9
155965099.3
11_10467101.2
138888102.8
274652103.2
2547719104.0
50029106.5
160274107.1
57469107.6
2553426108.5
162158110.3
1562000112.3
6231112.6
11_21504116.7
11_10523118.2
11_21353119.1
11_11500120.9
11_10724121.9

4H

2878740.0
11_201450.7
15727591.1
374111.3
1412041.9
576172.1
120962.2
11_113452.9
414083.6
25467767.8
2940210.4
11_1073815.2
6951715.8
3790717.1
11_1022118.7
11_2138521.8
157894824.2
3892028.9
156463335.3
11_2112236.9
6661541.1
11_2001244.3
13529044.9
15665545.3
155849846.1
11_2149055.2
11_1066856.1
13643756.8
158293258.8
159699059.9
9496460.1
11_1009360.8
4233565.3
156074265.7
173819166.3
4702168.2
13575968.9
5298176.5
11_2150476.8
155965079.1
11_1046779.5
13888880.5
11_2135383.3
5746983.6
11_1052386.7
11_1150088.7
623192.0
156200092.9
11_1072493.4
16215894.2
50498103.0
11_20732106.4
39018118.2
171351120.7
37613121.0
11_10510123.7

4H-7

a) b)

Examples of 
common SNP 
markers

S4 Fig. QTL identified on chromosome 4H. a) QTL in the Chevallier × Tipple F5 population and b) QTL in the 

Chevallier × Tipple F7 population.
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