	Gene
	Primer
	Sequence (5'-3')a
	Locationb
	No. of CpGs

	MEST
	Forward
	GATTTAAAGGATAGGTTTTAGTAT
	Chr 7: 130,492,924 – 130,493,220
	

	
	Reverse
	*AACCAAAATAAACAATCCCTAC
	
	

	
	Sequencing
	GTATTTTTTAGATTTTAGTAATAAG
	
	4

	SNRPN
	Forward
	*AGGGAGTTGGGATTTTTGTATT
	Chr 15: 24,954,865 – 24,955,102
	

	
	Reverse
	CCCAAACTATCTCTTAAAAAAAAC
	
	

	
	Sequencing 1
	ACACAACTAACCTTACCC
	
	3

	
	Sequencing 2
	CCAACCTACCTCTAC
	
	3

	NNAT
	Forward
	GGATTTTGTTTTAAAATGGAGGGGTAT
	Chr 20: 37,520,875 – 37,521,038
	

	
	Reverse
	*CCATCCATCCCCAAAATAAACTT
	
	

	
	Sequencing
	TTTAAAATGGAGGGGTATT
	
	2

	PEG10
	Forward
	*GTGTTAAGGAGTTGGGAGGA
	Chr 7: 94,657,812 – 94,657,994
	

	
	Reverse
	TCTACAACCCTATAACAACCAATCTCA
	
	

	
	Sequencing
	CCTAATATACCTTCTCTA
	
	3

	H19
	Forward
	*TGGGTATTTTTGGAGGTTTTTTT
	Chr 11: 1,999,845 – 2,000,061
	

	
	Reverse
	ATAAATATCCTATTCCCAAATAA
	
	

	
	Sequencing
	ATATATAAACCTACACTACC
	
	3

	IGF2 DMR0
	Forward
	GGAGGGGGTTTTAGTAAAAGTTAT
	Chr 11: 2,148,223 – 2,148,456
	

	
	Reverse
	*TCCCAACCTCCCTAACACAAA
	
	

	
	Sequencing
	AGTAAAAGTTATTGGATATATAGT
	
	3

	MEG3-IG DMR
	Forward
	AGGGTTAGGAAGTTTAGTAGGTTA
	Chr 14: 100,809,308 – 100,809,458
	

	
	Reverse
	*ACTACTCCTTAAACAAAAAAACACATAAT
	
	

	
	Sequencing
	GTAGTAAATTAAAGTGTATTAGAGA
	
	5

	HIF3A
	Forward
	TGGTTGAAGGGTTATTTAGGG
	Chr 19: 46,298,269 – 46,298,496
	

	
	Reverse
	*ACTCTATCCCACCCCTTTT
	
	

	
	Sequencing 1
	TTTAGGGGGTGTAGG
	
	7

	
	Sequencing 2
	GGTGAGATGATTTTATAGGAA
	
	1

	
	Sequencing 3
	GTTAAGAGGGGTTTTTATT
	
	3


S1 Table. PCR and sequencing primers used for bisulphite pyrosequencing.
          a Primers indicated by a star are biotinylated at the 5' end.        b Chromosomal location based on Ensembl release 89 – May 2017
