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LC MS/MS quality control samples 
A set of quality control “standards” were injected every 20 runs. These controls included: (i) blank, to check for column and chromatography background levels, (ii) internal standards only, to check on system performance across a long sequence of runs, (iii) quality control plasma, to check for between run performance and enable calculation of between run and within run assay CV%.

Lipidsearch v4.1 search parameters
We performed search on raw files using the databases “General” and “labelled standards”. For peak detection, recalc isotope was set to “ON”, RT interval = 0.0 min. We used product search for LC-MS method and the precursor and product tolerances were set at 5.0 ppm and 8.0 ppm respectively. The intensity threshold was 1% parent ion, and the m-score threshold was set to 2.0. For quantitation, mz tolerance was set at -5.0 ppm to 5.0 ppm, and the retention time range was set at -0.5 to 0.5 min. The m-score threshold was 5.0, and all lipid classes were selected for inclusion. Ion adducts included +H, +NH4 for positive ion mode and –H, +HCOO for negative ion mode.

