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	Absence of a PLD is not due to truncation of mis-annotated proteins at the N terminus, since N terminal sequences align well across almost all of the Clostridium species. There is dark blue shading for residues that agree with the consensus residue (most common residue) for each column, and light blue for residues that have a positive BLOSUM62 score relative to consensus (13) (drawn with Jalview (14)). The identifiers of proteins are prefixed with a ‘P’ if they contain a prion-like domain, and with ‘N’ if not.
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NOEZ05426./1-40 - --------- MDTTNLEKLTVADLRKEAERLGFTGLSKKKKQELIDMITA

NCDD60914./1-40 - - - - - - - - - - MEKETILEQKTLMELRTMAKEMGLGP|I SAILKKGDIL I AR[IIKE
NEMZ14191./1-40 - - - - - - - - - - MGQEDFEKKITLIELQQIGKEIGLKSITKFRKNELIEQIQL
NSCI90796./1-40 - ------- -~ MAENDFSGKSILQELRALAQQAGIRSITRYRKQELIDKLME
PCDA50857./1-40 - - -------~- MTREQILLEKSLESIELREIAKAQGVKSITKYRKAELVEI[IMN
PCCX50660./1-40 - --------- MTRDQILLEKSLGDLREIAKLQGVKSITKYRKGELVDIIMN
NCCY59887./1-37 - == === === - - - MDFKNASLEELKQFVKEHKIKGVSALRKPALIEFLEK
NEDO57930./1-37 - === === === === MDFKNASLDELKQFVKEHKITKGVSAILRKSALIEFLEK
PCDB89158./1-38 - - - - - === == -~ MADLEKMSILVELRVAGRKMGVKNVTTYKKRIELLELLILS
PCCZ40369./1-38 - - - --=-=- === -~ MSDLEKMSLVELRVAGRKMGVKNVTTYKKRELLELLLE
NCCZ06306./1-37 - - === === == - - MEFRKMSILAELREYAKEKGIRNISTILKKAELAELLEN
NCCZ91493./1-37 - - -=-=-=-=- === = ~— = MDLTKMT LAQLKEVAKEKGMKGVSTLKKQELMERIIQE
NCDE44014./1-38 - - -=-=-=- === ~- = MIEKYERMTVAELKQKAKEFGLKNISGCMKKQELIELLA-
PCDD74285./1-37 - === === === === MDFSKKTLVELREIAKEKGLKGITALRKPELIQRLME
NCDA87333./1-38 - - - - == === - -~ MIEENLENLSILADLRAYAKKLGMKGVISTILRKKIELAQRLSQ
NOKZz62931./1-38 - - - === == == -~ MTEYDKLSLVELRIVAKKMGIKSVTSYKKLELLAKVKE
NOKZz82282./1-38 - - - - - - - - - - -~ MEELEKMSLVELRLYGRKIEGMKNATT FKKQEL I'GE QK
PCCY41474./1-39 - - ---=-=- - - -~ MREKILETRSLAELKEMAKNVGLKGISGLRKAELIDLLCA
PKl)68523./1-39 - ---=-=-==---- MREKILQTLPLAELKELARSRGIKGISSLRKAEITELLCA
NCCX98025./1-39 - - - == === === MR EKILQT LPILSIELKEMAKSRIGIKGII SSILRKAEIIIDLLCD
PCDB62223./1-39 - - - - === - - -~ MREKLQTLPILSEELKEMAKSRGIKGISSILRKAEIITDLLCA
NCDD59249./1-39 - - - - === - —- - - MREKLKTLPILVQLREMAKAQGLKGISTLKKAEI| IDRLCE
NEXG84803./1-39 - - - - === - - - - MREKLQTLPILAEELKELAKAQGIKGCSSMRKAE I IDLLCE
NCCZ58183./1-39 - ----=-=- - - -~ MREKLETLSLAKLKEFAKEQEIKGYGSMRKAELIDILCA
NEHF05797./1-39 - - - - === == - = MREKLQTLPLTQLRELAKAQGLKGVTTLKKAEIIDRLCE
NCDD42020./1-39 - - - === === - = MREKLQTLPILVQLRELAKAQGIKGVTTLKKAELIERLCE
NCCY81280./1-39 - - - =-=- == == -~ MREKLQTLPILVQLRELAKAQGIKGVTALKKAELIERLCE
NCDC49935./1-39 - - == === == - - MREKLATLPILSQLRELAKSQGIKYVSGLRKSELVDRLCE
PSCJ08185./1-39 - - - -=-=- = - - - - MREKLATLPILTQLKELAKSQGIRNISGLRKAELIDRLCE
NSClI61711./1-39 - -------- -~ MREKILATLPLTQLKELAKSQGIKNISGLRKAELIDRLCE
NCDA69016./1-39 - - - - - == - - - - MREKYESLALTQLKELAKVRGIKGVSAMKKNDVVEAMLA
NCDC99785./1-39 - - = = = == = = = = MREKYESLAILVQLKELAKVRGLKGTISTMKKADLV EAMLA
NSCG91001./1-39 - - - === === - = MREKYESLPILVQLKELAKVRGLKGTISTMKKAELVEAMLA
NBAK48077./1-39 - - - === === - - MREKYESLSLAALRDLAKSRGMKKIISA[LRKAELIDAII LA
NSCH92474./1-40 - - - - - - - - - - MIREKYESLAVHDLKEIAKARGIKGLSTMKKAEVIDAMLR
NSCG88974./1-40 - - - - - - - - - - MTREQYKSSLQLVQLKELAKSRGLKHI STLKKDELIDRMLE
NSCH16632./1-40 - --------- MTREQYESLPILAQLKAIIAKTRGMKGTISTILKKSDIL II'TRMLE
PERI69794./1-39 - == === === - - MREKYQS LAILADLKEIAKSRGIKGTISGMKKAD Il EAMV A
NSCH40866./1-40 - - - - - - - - - - MTREQYESLSAAQLKS/IITAKTRIGLKYSISCMRKSEVVNLMLE
NSCH79299./1-39 - - - - === == -~ MREKYES LAILVDLKAIIAKARGLKGTISTMKKSE Il ELMLA
NSCK01092./1-39 - - - =-=-=-=-—- - - - MKEKYESLSLATLKDLAKARGLKGISTMRKPELIERMLE
NSCJ61775./1-40 - ---- - - - - - MNREKY[ESLSLAALKDIAKARGMKGTISGMRKGDL IQLMLA
NCDC22426./1-39 - - - - === - - - - MREKYESLSLAALRDIAKARKLKGVSTMKKSELIELMLE
NSCJ62733./1-40 - - - - - - - - -~ MMREKYESLPILATILRDLAKAREIINTCGII SSMKKAEL I ERMLE
NEMZ26898./1-40 - - - - - - - - - - MTREKYESLPILATILKELAKARSMKGVSTMKKSDLIDAMILA
NSCG96217./1-40 - - ------- - MTREKYESLPILATILKELAKARNMKGI STMKKSINLIDAMLS
NEGB92025./1-40 - --------- MTREKYESLPILATILKDLAKARKMKGVSAMKKSELIDTMILA
NSCI36315./1-40 - --------- MTREKYESLPILATILKELAKARKMKGII SAMKKAELVEAMLA
NADL52763./1-40 - --------- MDINEYGTMKILDELK ITTAKELGIKNTSKYKKTELIDEI LK
NCDM69439./1-40 - - = = = = = = = = MNSKDYENMKILNEELKELAKELNIKNYSKYKKSELIDV{IKQ
NODM27014./1-40 —= = = = = = = = = = MED I KIEKDKT LEDLRY[TAKMMGIKKVTTYKKSEL I EKIIY E
PAEY68077./1-40 - --------- MDQ I NLQISIKIT LEDLRY[ITAKMILGMKN I SKYKKSELVELLSE
NKMT22806./1-40 - - - - - - - - - - MN FIESILK EKT LDIELRHIIIGKDMG I KAVSKYRKSELI EQ'I LN
NCCY72108./1-41 - ----—---- MYTKETLKKSTLADLRKITADDLKLDGYQRLKKEYLVEEI IK
NCDC78022./1-41 - -------- MYTKESLKKSTLTELREIAKKLQLDGYERLKKEYLIEEI IK
NCCz56317./1-41 - - - - - - - -~ MYTLEELKKSTLIELRNITASTLKLDGY EKLKKEYILIEEI IK
NOFU34046./1-50 MRRI'EL I LDDKV LEGLGSKTLVELREIAKELKITKSTTTYKKNELIEITNS
NCDA09350./1-45 - - - - - MNMENTNLSDLNNQIT LAQLRQTAKELNIKSVTKYKKAELI EQ/IKE
NSCI37570./1-43 - ------ MNNLT IIEELNISKITLTQLREIAKELDIKSVSKYKKGELVEI[INE
NKGJ48366./1-40 - ----- - - - - MT LDNLDDMT LVQLKELAKKLEITKSISKYKKNELIQI[INE
NSCJ43060./1-45 - --- - MN| KDMNLENIKDMTLVQLKELAKELGIKSISKYKKNELIQI'ISE
NSCH96124./1-41 - - - - - - - -~ MQDGVKILERKITKDELKQITAQGLG I EK/I SAILKKDE I IHALIIIRE
NCDD36518./1-38 - - - - - === = - - - MSELENMTLLELRNFAKEQNIKNISKLKKEELI ELLKQ
NCDE55623./1-38 - - ---=-=-=----~- MSDLENMTLLELRNFAKEHNIKNISKLKKEELIVLLNQ
NOKZzZ57063./1-38 - - - - - - == - - - - MLDLENMTLLELRNFAKEHNIKNISKLKKEELITLLNQ
NOKZ76619./1-38 - - - - - - - - - - -~ MPDLEKMTLSDLKI LAKENNIKNISKLKKEDLIGI LQQ
NCDC07449./1-38 - - - === === === MQDLEELNLAELKTLAKENNIKNISKLKKDELITVLHQ
NCDE24548./1-38 - - - - === === - = MPNLEDLTLAELKNLAKENNVKNISKLKKEDLITVLSQ
NCDE14721./1-38 - - - - - === == - = MINLEDKTLAELKELAKENNIKNISKLKKEELVQVLEQ
NCDE91316./1-38 - - ---=- - == - - - MINLEEKITITEELKELAKEYNIKNISKLKKEELIQVLSM
NCDB31476./1-38 - - - - - == - - - - - MINLEELSLTIEELKDLAKENNIKNISKLKKEDLIEVLSQ
NOKZ74351./1-32 - - ----=-- === === - - -~ MSLTELKDLAKENNIKNISKLKKDELIEMLSQ
NCCZ00156./1-37 - - - - - === - - - - - MNLEDFTLVELRQLAKEKGIKGVISKFKRDIELIEQLNN
NCCZ17925./1-37 - - === == === === MDLTKCTLVELRQLAKEQEIKNVTKLKKEELIELLTK
NCDA58669./1-37 - - - === === == - = MDLTNCTLVELRQMAKEKGIKNVTKLKKDELIEILDS
NCDA15751./1-37 - == === === == - - MDFIEKCTLVELRQLAKEKGVKNVSKLKKEDLIDILSD
NCDA30867./1-37 - = === === === - - MNFIEKCTLVELRQLAKEKGIKNVSKLKKDELITILSD
NCDD28504./1-37 - - -=-=-=-=- === - -~ MNFEGLTLTELKDMAKEKGVKNISKLKKEDLIQI LSK
NCDE10220./1-37 - -=--=-==-=--—-—- - - MNLEDYSLSELRELAKNKNIKGYSKYKKSELIDLLTE
NCDE84508./1-35 - - - - - - - - - === - - - MENYTLVELRQMAKEKGIKNVSKLKKDELLDLLFS
NCDD16253./1-38 - - - - == === - - - MENLEKYTLVELRQLAKEKIGVKNVSKLKKEELIDFLTN
NCDC31540./1-37 - - - =-=-==== == - - MDLENYTLVELRQLAKEKGIKNTSKLKKEEI I EKLLK
NCDE96594./1-37 - - - - === === - - - MNLENYTLVELRQLAKEKEIKNSSKLKKDELIQELSE
NKOR26271./1-40 - - - - - - - - - - MINKDYESMTVKIELREIAKKLDIKNISKFKKNELIEEIKT
NAJD31610./1-40 - -----—---~- MINKDYESMTVKELREIAKKLDIKNISKFKKSELIQEIKT
NAPH15093./1-40 - - - - - - - - -~ MINKDYESMTVKIELREIAKKLDIKNISKFKKSELIEEIKT
NKIN83038./1-40 - -------- - MINKDYESMTVKIELREITAKKLDIRNISKFKKNELIEEIKT
NENZ01028./1-40 - --------~- MSKELYSISMTLVKLREVAKELEITKNISKFKKDDLVNEI LK
NBAB81913./1-40 - --------~- MNIEQYENMT LVQLKEQAKELGIKNISKKKKSELIEELKA
NKXA12152./1-43 - - - - - - - MLKLNIEQYENMTLVQLKEQAKELGIKNISKKKKSELIEELKA
NSFF77989./1-40 - - - - - - - - - - MVNNNYDDMT LVELRKITAKDNNIIKNISKLKKAELI EATKS
NCUO04584./1-40 - - - - - - - - - - MLCKTYEDMTLIQLREIAKEIGIKNITKKKKSELIEDIKL
NEMU53372./1-40 - - - - - - - - - - MIKQDYESMTLSKLKEITAKELEIITKNISKYKKNELIEEITIS
NACX41519./1-40 - ------- -~ MTREQYETMT LTNLKEVAKGLGIKNISKFKKNELVEEI IK
NAGF54398./1-40 - --------~- MTKQEYESMTLTSILRDIAKDLNVKNISKFKKHELIEEI LK
NEKQ50847./1-40 - - - - - - - - - - MTKQEYESMTLTALKDIAKDLGVKNISKYKKNELIEEI LK
NEHI97439./1-40 - --------- MTKQEYESMTLTSLKDIAKKAGVKNISKYKKNELIEEI LK
NOCB00753./1-40 - - - - - - - - -~ MTKKEYESMT LTKLKDITAKDLGVKNISKYKKNELIEEI LK
NSHK64494./1-40 - - - - - - - - - - MAVLIYENMTLVQLKEIAKELGVKNITKFKKSELIDEI IR
NERK32208./1-40 - --------- MSKEKYESMTLIELKEIAKELGIKNLSKKKKNEI TEDILL
NSHI70275./1-41 - ----—---- MLSKEEKYESMTLIELKEIAKELGIKNLSKKKKNEITEDI LL
NSHI44563./1-40 - -----—-- - - MNLDNIQDMTLLELKDVAKNLGLKNISKLKKSELQIEE I KK
NSHE81047./1-40 - -----—---- MTAEIYEKKTLVELRELAKKLGVKNISKKKKKELIDEI IE
NAOR22586./1-40 - - - - - - - - - - MTKQVYESMTLVELKDIAKKLEITKNISKYKKNELIDEI LK
PEES50184./1-40 - --------- MTKQVYEGMT LVELKDIAKKLEITKNISKYKKKELIDEI LK
PACD23395./1-40 - --------~- MTKQVYEGMT LVELKDIAKKLEITKNISKYKKNELIDEI LK
NCUN50449./1-40 - - - ------ - MTKEQYEDMTLVELKEVAKSILEIKNISKLKKSELIDQIIA
NEEH99815./1-40 - --------- MSKEIYERKTLAELKEIAKQLNIKNISKLKKSELIDAIIIE
NEOR19917./1-40 - --------- MTKEMYERKTLAELKEIAKEINIKNISKLKKNELIDAIIIE
NCDB15793./1-40 - - - - - - - - -~ MATENYNEMT LVNLKEITAKEKGIKNISKLKKSELIEELVK
NCDB73987./1-40 - - - - - - - - - - METENYNEMT LATILKEITAKEKIGIKNI SKLKKSELIEELVK
NCUO52748./1-40 - - - - - - - - -~ MTRENYEKMTLAELKEIAKNLGIKNISKLKKLELVDEI IK
NSCK01533./1-40 - --------~- MTRENYEKMT LAELKDVAKNLGIKNISKLKKLELVDEI IK
NCUO46192./1-40 - - - - - - - - - - MTREIYSEMTLVELKNKAKELGIKNISKLKKSELIDELVK
NEKY27647./1-32 - == - = === - = ——— - - - — - MT LADLKNKAKELGIKNISKLKKSELIDELLN
PSHH81992./1-40 - - - - - - - - -~ MTR IDLENKNILVELKAITAKELGINNAYKFRKMELI ELIIKG
NAAKS80832./1-43 - - - - - - - MINNDLNDLESMTVNDLKELAKELGLRNVSKYRKKDILIDE INK
NACK95437./1-40 - - - - - - - - -~ MFSVDLESRTLVQLKEMAKGLGIKNISKFKKRDLIEE I KK
NAJA46361./1-40 - --------- MFSVDLESKTLVQLREMAKGLGIKNISKFKKKDLIEE I KK
NEQB89323./1-40 - --------- MTINK ELDNMNILSIELREVAKNILGI KNI AKFKKAELAEEIKR
NKIE45503./1-39 - ---—-==---- - MSKDLDEMNILSEELKELAKGLGIKNISKFKKAELIQE I KK
NSHH51153./1-39 - - - === === - - MNENLDGKTVSELRDIAKKLEIKNISKLKKSELIDIIKS
NKYH34930./1-40 - - - - - - - - - - MEQIDI SKKNILSIELREITAKGILGIKSV FKYKKAELI EEINR
NKOA18376./1-40 - - - - - - - - - - MANKDLQLMTVQELREIAKELCGIKGTSKLKKAELIDEIHN
NKYH29401./1-40 - - ------- - MANKDLNAMTVVELRKIAKELGIVGCSKLKKADLIEEI SK
NKEH97646./1-40 - - - - - - - - - - MDSKDLSGMTVVQLKEMAKELKLTGTISRLKKQIEL I DA[INK
NKGM96274./1-40 - - - - - = = - - - MDSKDLSGMTVVRLKEMAKELKLTGTSRLKKQELIDAINK
NABK62517./1-40 - - - - - - - - -~ MDSKDLSNMTVVQLKELAKELNLTGTSREKKQEL I DS[IINE
NKEH86357./1-40 - - - - - - - - -~ MDSKDLSNMTVVQLKELAKELNLTGTISRFKKQELIDSIINE
NKEI17515./1-40 - --------- MESKDLNSMTVVELRKMAKDLDIKGITKLKKVELIKEINE
NKEH98385./1-40 - - ------- - MESKDLNSMTVVELKKMAKDLDIKGITKLKKAEL I KEINK
NKEI00324./1-40 - --------- MESKDLNISMTVVELRKMAKDLDIKGITKLKKAELIKEINE
NSCN23868./1-40 - --------- MSNKDYETMT I | ELRKITAKELGLKNLTKYKKNELIDEI IK
NAPC38765./1-40 - - - - - - - - -~ MINKNFENITVAELKQRCKELGIKNISKLKKSELI EE I NK
NCDI48354./1-40 - - - - - - - - - - MSSNDLDKLTVNELKEIAKDLEIKCVYKYKKNELIEE I KK
NAAO34939./1-50 MEKFEFEWRCY FLSSNDLDKLTVNELKEIAKDLEIKGCVYKYKKNELIEE KK
NKGK90691./1-40 - - - - - - - - - - MSNVELDNMTVNELKSITAKELGIKNISKLKKSELIEE I KK
NKAJ49157./1-40 - -----—- - - - MSSNGILESKITVNELKELAKDLGIKG/I SKYKKAELIEE I EK
NOFI06192./1-40 - --------- MDNNDLSSKTLVQLKALAKELGMKGISKYKKAELIDKIKE
NAND83400./1-40 - - - - - - - - - - MVNKDVDNMKILAELREFAKNLGIGNIYKYKKAELI EQI KK
NKZL90070./1-40 - ------- -~ MINKDLEGMTVAELRETAKNILDIKNVSKYKKAELI EQI KK
NAKA71061./1-39 - - - - === - - - - MTKDI EGMTVAELKVLAKSILGIKNISRYKKSELMEE | KK
NAKN33292./1-40 - - - ------ - MVTKD I EGMTVAELKVLAKSILGIKNISKYKKSELIEE I KK
NAPM41020./1-40 - - - - - - — - - - MKDKD I NDMTVTIELREVAKALQIKNISRYKKVELIEE I KK
NBAH08329./1-45 - - - - - MR CYLLKDKDI NDMTVTELREVAKALQIKNISRYKKVELIEE I KK
NOAAS86693./1-40 - - - - - - = = - = MDDKD I DSMTV LQLKQITAKTILEITKNISKYKKSQLIEEIKK
I

NOBR91803./1-40 - - - - - - - - - - MDDKD I DNMTV LQLKQITAKTILEIIKNISKYKKSQLIEE










