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ATP synthase subunit 
SuccK 

(human) 

SuccK 

(mouse) 

MalK 

(human) 

MalK 

(mouse) 

GluK 

(human) 

GluK 

(mouse) 

Site Ref Site Ref Site Ref Site Ref Site Ref 

  45 [1, 2]       

  76 [3]       

  82 [3]       

  31 [4]       

  37        

  123 [1, 2, 5]       

  125        

126 [5] 126 [1, 2, 5, 6] 126 [7]     

  132 [2, 5, 6]       

161 [5] 161 [1, 2, 4-6, 8] 161 [7]   161 [9] 

167 [5] 167 [2, 4, 5] 167 [7]     

  175 [2, 6]       

  180 [4]       

  189 [4]       

  194 [2]       

  23 [4]       

  218 [2]       

230 [5] 230 [2, 4, 5]       

  231 [6]       

239 [5] 239 [2, 4-6]     239 [9] 

  240 [2]       

  241 [2]       

  252 [2]       

  255 [4]       

261 [5] 261 [1, 2, 4-6] 261 [7]   261 [9] 

  305 [1, 5]       

  316 [2]       

  377 [4]       

  384        

427 [5] 427 [1, 2, 4-6, 8] 427 [7]   427 [9] 

ATP5A1 

  434 [2] 

Not 

determined 
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ATP synthase subunit 
SuccK 

(human) 

SuccK 

(mouse) 

MalK 

(human) 

MalK 

(mouse) 

GluK 

(human) 

GluK 

(mouse) 

  448 [4]       

  456 [4]       

  472 [2]       

  481 [4]       

  489 [4]       

498 [4] 498 [1, 2, 4-6, 8] 498 [7]   498 [9] 

  503 [2]       

  506 [1, 2, 4]       

531 [4] 531 [1, 2, 4-6] 531 [10] 531 [9] 531 [9] 

539 [4] 539 [1, 2, 4-6, 8] 539 [7, 10]   539 [9] 

ATP5A1 

  541 [1, 2, 5, 6] 

Not 

determined 

      

  55 [2]       

  124 [1, 2, 4-6] 124 [7, 10]   124 [9] 

133 [4] 133 [1, 2, 4-6, 8] 133 [7, 10]   133 [9] 

159 [4] 159 [1, 2]       

  161 [1, 2, 4]       

198 [4] 198 [1, 2, 4-6]     198 [9] 

  201 [2]       

  212 [2]       

  225 [2]       

259 [4] 259 [1, 2, 4-6, 8]       

  264 [1, 2, 4]       

  350 [2]       

  351 [2]       

426 [4] 426 [1, 2, 5] 426 [7]     

  432 [2, 5]       

  451 [2]       

  480 [2, 6]       

485 [4] 485 [1, 2, 4-6, 8] 485 [7]     

  489 [2]       

  519 [2]       

ATP5B 

  522 [1, 2, 4] 

Not 

determined 

522 [10]     
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ATP synthase subunit 
SuccK 

(human) 

SuccK 

(mouse) 

MalK 

(human) 

MalK 

(mouse) 

GluK 

(human) 

GluK 

(mouse) 

  5        

  15        

  19        

  22        

  25 [4]       

  29 [1, 5]       

  31 [4]       

  39 [1, 2, 5] 39 [7]     

  43        

  46 [2]       

  49 [1, 2, 4, 5]       

  55 [2, 4, 5]       

  59        

64 [4] 64 [2]       

  79 [2]       

  83 [2, 5]       

  88 [2]       

  89 [2]       

  90 [2]       

  91 [3, 4]       

  32 [1, 3]       

  34 [3]       

35 [4] 35 [1-5]       

  126 [2, 5]       

  130 [3, 4]       

  136 [2]       

  138 [1-3, 5] 138 [7]     

154 [4] 154 [1-5] 154 [7]   154 [9] 

  159 [2]       

  191 [2]       

197 [4] 197 [4]       

  246 [3, 4]       

  262 [2, 5]       

ATP5C1 

  270 [2-4] 

Not 

determined 
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ATP synthase subunit 
SuccK 

(human) 

SuccK 

(mouse) 

MalK 

(human) 

MalK 

(mouse) 

GluK 

(human) 

GluK 

(mouse) 

  136 [1-6] 136 [7]   136 [9] 
ATP5D 

165 [4] 165 [1-6] 

Not 

determined       

21 [4] 21 [1-6] 21 [7]   21 [9] 

28 [4] 28 [2-5]       

32 [4] 32 [2, 4, 5]       

  37 [2-4] 37 [7]   37 [9] 

44 [4] 44 [1-4] 44 [7]   44 [9] 

  47 [2]       

ATP5E 

  50 [2] 

Not 

determined 

      

  53 [1, 2]       

  121 [3]       

  126 [2]       

131 [4] 131 [2-5] 131 [7]     

  139 [2, 3, 5]       

  144 [2-5]       

  154 [1-3]       

162 [4] 162 [1-3, 5, 6] 162 [7]     

  188 [2, 3]       

  191 [2, 3, 6]       

  194 [2]       

  221 [1, 2]       

  225 [1-5] 225 [7, 10]     

233 [4] 233 [1-6, 8] 233 [7]     

  238 [2, 3]       

244 [4] 244 [1-3, 6]       

  248 [2]       

ATP5F1 

  249 [2, 3] 

Not 

determined 

      

  25 [1, 5, 6]       

32 [4] 32 [4, 5, 8]       

  48 [1, 3, 5, 6, 8]       

58 [4]         

ATP5H 

63 [4] 63 [1, 3, 5, 6, 8] 

Not 

determined 
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ATP synthase subunit 
SuccK 

(human) 

SuccK 

(mouse) 

MalK 

(human) 

MalK 

(mouse) 

GluK 

(human) 

GluK 

(mouse) 

72 [4] 72 [1, 3-6] 72 [7]     

  73 [1, 6]       

78 [4] 78 [1, 3, 4, 8] 78 [7]   78 [9] 

85 [4] 85 [1, 3-5] 85 [7]     

95 [4] 95 [1, 3-6] 95 [7]     

99 [4] 99 [1, 3, 5, 6]       

109 [4]         

37 [4] 37 [1, 3-6] 37 [7, 10]     

  121 [6]       

144 [4] 144 [1, 4, 5]       

  148 [1, 4]       

ATP5H 

  149 [1, 3-6] 

Not 

determined 

149 [7]     

  3 [4]       

  12 [3]       

  24 [4]       

  28 [3]       

34 [4] 34 [3]       

  35 [4]       

  48 [3]       

  49 [3]       

  54 [4]       

  55 [3, 4]       

  61 [4]       

 

ATP5I 

  66 [4] 

Not 

determined 

      

  34 [1]       

41 [4] 41 [1, 5, 6]       

46 [4] 46 [1, 3-6]       

51 [4] 51 [3]       

79 [4] 79 [1, 3] 79 [7]     

ATP5J 

  84 [1, 3, 4, 8] 

Not 

determined 
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ATP synthase subunit 
SuccK 

(human) 

SuccK 

(mouse) 

MalK 

(human) 

MalK 

(mouse) 

GluK 

(human) 

GluK 

(mouse) 

  94 [1, 4-6, 8]     94 [9] 

99 [4] 99 [1, 3-6, 8]     99 [9] ATP5J 

  105 [1, 3, 5] 

Not 

determined 

      

  8 [2] 8 [7]     

  3 [2, 3]       

  16 [1-3]       
ATP5J2 

  48 [2] 

Not 

determined 

      

  3 [1]       

  24 [3, 4]       

  35 [1, 6]       

  54 [1, 3-6, 8]       

  55 [3, 5, 6] 55 [7]     

  61 [1, 3-5] 61 [7]     

ATP5L 

66 [4] 66 [1, 3-5] 

Not 

determined 

      

  24 [4]       

  26 [1, 2]       

  31 [4]       

  34 [4]       

  51 [2]       

  53 [2, 3]       

  54 [1-3, 5, 6] 54 [7]   54 [9] 

60 [4] 60 [1-3, 5, 6, 8] 60 [7, 10]   60 [9] 

70 [4] 70 [1-6] 70 [7, 10]   70 [9] 

  73 [1-3, 5]     73 [9] 

84 [4] 84 [1, 3, 5, 6, 8]       

  90 [1-4] 90 [7, 10]   90 [9] 

  97 [1, 2, 4, 5, 8] 97 [7, 10]   97 [9] 

98 [4]         

  100 [1-4]       

ATP5O 

  158 [1-6] 

Not 

determined 
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ATP synthase subunit 
SuccK 

(human) 

SuccK 

(mouse) 

MalK 

(human) 

MalK 

(mouse) 

GluK 

(human) 

GluK 

(mouse) 

162 [4] 162 [1-6, 8] 162 [10]   162 [9] 

  172 [1-3, 5, 6, 8]       

176 [4] 176 [1-6]       

ATP5O 

192 [4] 192 [1-6] 

Not 

determined 

      

199 [4] 199 [1-6, 8]     199 [9] 

  201 [2]       

  204 [2]       

ATP5O 

  207 [2] 

Not 

determined 

      

  46 [3, 4] 46 [7]     

  48 [4] 48 [7]     ATP8 

  54 [4] 

Not 

determined 
      

USMG5   17 [1, 3] 
Not 

determined 
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