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	Marker
	Primers
	Primers and PCR amplification protocol Reference

	ITS region
	ITS5 5’–GGAAGTAAAAGTCGTAACAAGG–3’
ITS4 5’–TCCTCCGCTTATTGATATGC–3’
	Rehner and Buckley 2005

	Bloc
	B5.1F 5’–CGACCCGGCCAACTACTTTGA–3’
B3.1R 5’–GTCTTCCAGTACCACTACGCC–3’
	Rehner et al. 2006

	EF1-α
	983F 5’–GCYCCYGGHCAYCGTGAYTTYAT–3’
2218R 5’–ATGACACCRACRGCRACRGTYTG–3’
	Rehner et al. 2006
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