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G. balzani

G. aff. labiatus
G. labiatus

G. gymnogenys
G. pseudolabiatus

G. tiraparae
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G. constellatus
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delimitation within the

Gymnogeophagus gymnogenys group based on the cytb marker from BEAST analysis.

Rooting of the tree was done as in Ri¢an et al. (2018). Red branches in the tree are

intraspecific based on species delimitation from bPTP analysis, black branches are



interspecific (results of the congruent but less conservative GMYC analysis are the same
as in Ri¢an et al., 2018; not shown). Bars at nodes show confidence intervals of age
estimates (95% HPD). Numbers at nodes show mean estimated divergences in Ma.
Posterior probability (PP) of nodes from the Bayesian analysis and Bootstrap supports

(BS) from a parsimony analysis in PAUP are shown at nodes.
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