
S4	Fig.		A	case	of	SL	trans-spliced	mRNA	rescued	from	the	disturbance	by	the	retrotransposon	
inser>on	just	upstream	of	the	coding	region.		A.	Schema'c	models	of	the	premature	and	SL	
trans-sliced	forms	of	the	transcripts	encoding	a	serine/threonine	kinase.	These	RNA	sequences	
were	searched	from	the	RNA-seq	data	of	P.	micropora	obtained	by	Illumina	HiSeq	4000.			B.	
Nucleo'de	sequences	covering	the	trans-splicing	site	and	transla'on	ini'a'on	context	of	the	
transcripts	modeled	in	A,	with	the	3’	splicing	acceptor	mo'f	(AG),	termina'on	codon,	and	
ini'a'on	codon	shown	by	red	characters.	
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