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 2 

>GRSPaV-32 3 

TGAAGGCTTTAGGGGTTAGCCAAAAAGTTGATGAAATTGATTACAGTTGTTGAAAGAG4 

TTAAATGGCAAGTCAAATTGGAAAGTTGCCTGGCGAGTCAAATGAAGCATATGAAGCC5 

AGACTTAAGGCTTTAGAGTTAGCAAGGGCTCAAAAGGCTCCGGAAGTTTCCAGCCAAC6 

CTCCCACACTTAGTGGCATTCTTGCCAAAAGGAAAAGAGTGATTGAGAATGCACTCTC7 

GAAGACAGTGGATATGCGTGAAGTTTTAAGGCATGAATCTGTTGTACTCTCCCCAAAT8 

GTGATGGATGAGGGAGCAATAGATGAGCTAATTCGTGCCTTTGGGGAGTCAGGCATAG9 

CTGAAAATGCGCAGTTCGATGTTGCAATAGACATTGCCCGCCACTGTTCTGATGTGGGA10 

AGTTCTCAGAGGTCAACCCTAATTGGTAAGAGCCCCTTCTGCGAGTTAAATCGGTCTGA11 

AATTGCTGGAATTATAAGGGAGGTAACCACACTGCGCAGATTTTGCATGTACTACGCA12 

AAAATCGTGTGGAACATTCATTTGGAGACGGGAATACCACCAGCTAATTGGGCCAAGA13 

AGGATTTAATGAGAATGAAAAGTTTGCAGCCTTTGACTTCTTCCTTGGAGTCACAGATG14 

AAAGCGCGCTTGAACCTAAGGGTGGTGTCAAGAGAGCTCCAACAAAGGCAGAGATGG15 

TCGCTAATATTGCCTCTTTTGAGGTCAAAGTGCTCAGACAGACTATGGCTGAAGGAAA16 

GCGGAGCTCCAATCTTGGAGAAATTAGTGGTGGAACGGCTGGGGCGCTTATTAACAAC17 

CCCTTTGCAAACGTTACGCATGAATGAGGTTGATAGTGGAAGCAATGCTCCTTCATCCA18 

AATAATCACCCGATTTCAAGGCTGGGT 19 

 20 

>GRSPAV-50 21 

GAAAAGAGTGATTGAGAATGCACTCTCAAAGGTAGACATGCGTGAAGTTTTAAGGCAT22 

GAATCTGTTGTGCTTTCCCCAAAAGTGATGGATGAGGGACCATCTATGAGCTGATTCGC23 

GCCTTTGGGGAGTCAGGCATAGCCGAGAATGCGCAAATTGATGTTGCAATAGACATTG24 

CCCGCCACTGTTCTGATGTAGGAAGTTCTCAATGGTCTACCCTATGTGGTAAAAGCCCC25 

TTCTGCGAGTTTAATCGGTCTGAAATTGCTGGAATTATAAGGGAGGTACCCACGCTGCG26 

TTCAACTTTGCTGTACTACGCAATAATTGTGTGGTACATCCATTTGGAGACGGGGAATA27 

CCACCGCCTAATTGGGCCATGAATGGATTTAATGAGAATGAAAAGGTTGATTCCTTTG28 

ACTTCTTCCTTGGAGTCACAGATGAGAGCGCGCTAGAACCTAAGGGTGGTGTCAAGAG29 

AGCTCCAACAAAAGCAGAGATGGTCGCTAATATTGCCTCTTTTGAAGTCAGAGTGCTC30 

ATACAGACTATGGCTGAAGGAAAGCGGAGATCCCATCTCGCAGAATTTAGAGGGGGG31 

AATCGGATGGGGCGCTCATCAAC 32 

 33 

>GLRaV-1_18 34 

ATGGCTAGCGTTATATCTCAAAATGATGATGACTATAACGTCGTCCGGGGAGGAAATA35 

TCGTTGTGCCGCGCACGCCTACTTTAAATGGTTTCGGTACATCGGCCTTCACTATACCT36 

GCAGGTGAGGCGACTGCGTACGTTTTGAAAACACAGTACTCGAAGCCAGAAGCTGGTA37 

CTCCCGAGGCAAATCACCCTGTGATTGGTGTTCTGCCAGACGAGTATGTGTTCGTGAAA38 

GGTCCGGGAGGTTATACTCTCCGTCCTTCTCGACCGTCTACGGGTCAGCGTTCGGGGGA39 



TTCTGAAGTGGCTAAGCGAGAAATGGGCGACCGGCCGCCATGGCGGCCGCGGGAATTC40 

GATTTCTTTACCAACCCCGAGATGAATATTATCTTTGAGCCACCGAAGGATATGGAAGT41 

TTCGGTTGTGGTGCCAACCGGACCCGGCTTGGTGACGCCGGCTGTGGCAACAGCTATA42 

TCTACGGAATTAAAAAATTTGTGTGCTGAAGTGATGGGTAATACTGATGAGAAAAGTC43 

TCACAGATTTCTTCTTGGCAATGTTGCAATTAATGTTGACGTTTAGCACATCACCAGAC44 

ACTGAGAGCAAAGAAGAGTACTTCGTGAATTTGTACAGTAACGGCGAGCGAAAATTAA45 

CTTACGAGAAGGTTAAGGGCGCCGTTGTCAAAGGAGCTGAAGGCTCGACGTTCGAAAA46 

TCCTATGCGTCAGTATGCCAGGTTGTTCTCAGCAACGGCTGTACATTTAATATTGAATG47 

GAAAGTTAAGGCCGAACGAGAAAGTAGCTATGCAACACGGCGTACCTAAGAGGTTTCT48 

TCCGTATACTTTTGATTTCTGCAGACCATCTTATTCTCAATTTAGCAATGACGCCATTAG49 

AGCATGGCAGTTGGCGGCAGAATCGGCGTTCGGGCGGAAGAGTAATGTAACAAGCTC50 

AGTACTAAGAAACACCAGTGAGCTCAAGGTGTAG 51 

 52 

>GVA-35 53 

GATACCCTAGTTATGCCAGAGGTGTATGAGACAATAAAGAAACTTGGGTTGAGGACAA54 

ATGGCACACTACGCCAAGAGGGTGGAGATAAGGGCGATAATAGAAGAGTTGGTGCTG55 

GCGAAAGCCCAGCCAACTGAAGACGCTTCCGAGAGCGGCTACGACCGAAATATGTACC56 

TGAATACTCTCTTCGGGTACATCGCCTTGGTCGGCACAAGCAAAAAGGCGGTCCATTAT57 

GGAGAGGTAGATATAGTAGGTCCTAAAGCTAGCAAAAAGACTGGGATAGACCCGAGA58 

GGAAAACTGGTCGTATCTGAGCTAGTAGGCAGGATGCGCACACTGAGTGTGGCAGTCA59 

GTGAGGGTCCTGTTAAAGGAGCAACTCTGAGGCAAATGTGCGAGCCATTCGCACAGAA60 

CGCCTATGACTTCCTCGTTCTGATGGCTGAGATGGGCACATATTCGCAGTTAGCAACTA61 

AGATGACTAGGTCAGGCTTCAAGGAGCCACAGGTTATGTTCGACTTTGCGTCGGGCTT62 

AGATCTGAAAGCACTGACATTGCAAGAAGCTACTGTGATACAGGCCATGCACTCCCGT63 

CTCTTTCGTACGGAAGGCGCAAAGGGGGTATTCAACGCTCAGTCATCAGTCGGTGAGC64 

AGGCTGTCGAAATATAGATGGATGACCCATCGTTTCTCTCGGGTAGGTCCACGTTTGCT65 

AAGCGTAGGCGCGCTAGGCGCATGAATGTGTGGTAGTGTGGTGC 66 

 67 

>GVA-76 68 

ATGGCACACTACGCCAAGAGGGTGGAGATGAGGGCGATAATAGAAGAGTTGGTGCTG69 

GCGAAAGCCCAGCCAACTGAAGACGCTTCAGAGAGCGGCTACGACCGAAATATGTAC70 

CTGAATACTCTCTTCGGGTACATCGCCTTGGTCGGCACAAGCAAAAAGGCGGTCCATT71 

ATGGAGAGGTAGATATAGTAGGTCCTAAAGCTAGCAAGAAGACAGGGATAGACCCGA72 

GAGGAAAACTGGTCGTATCTGAACTAGTGGGCAGGATGCGCACACTGAGTGTGGCAGT73 

CAGCGAGGGTCCTGTCAAAGGGGCAACTCTGAGGCAAATGTGCGAGCCATTCGCACAG74 

AACGCCTATGACTTCCTCGTTCTGATGGCAGAGATGGGCACATATTCGCAGTTAGCAAC75 

CAAGATGACTAGGTCAGGCTTCAAGGAGCCACAGGTTATGTTCGACTTTGCGTCGGGC76 

TTAGATCTGAAAGCACTGACATTGCAAGAAGCTACTGTGATACAGGCCATGCACTCCC77 

GTCTCTTTCGTACGGAAGGCGCAAAGGGGGTATTCAACGCTCAGTCATCAGTCGGTGA78 

GCAGGCTGTCGAAATATAGATGGATGACCCATCGTTTCTCTCGGGTAGGTCCACGTTTG79 

CTAAGCGTAGGCGCGCTAGGCGCATGAATGTGTGTAAGTGTGGTGC 80 



 81 

>GLRaV-3_42 82 

TCCCCGAAAATAATTTGAGAGTTAGAGTAGGGGATGCGGCACGAGGAAAATTTAGTAA83 

GGCGAGTTTCTTAAAGTACGTTAAGGACGGGACACAGGCGGAATTAACGGGAATCGCC84 

GTAGTGCCCGAAAAATACGTATTCGCCACAGCAGCTTTGGCTACAGCGGCGCAGGAGC85 

CACCTAGGCAGCCACCAGCGCAAGTGGTGGAACCACAGGAAACCGATATAGGGGTAG86 

TGCCGGAATCTGAGACTCTCACACCAAATAAGTTGGTTTTCGAGAAAGATCCAGACAA87 

GTTCTTGAAGACTATGGGCAAGGGAATAGCTTTGGACTTGACGGGAGTTACCCACAAA88 

CCGAAAGTTATTAACGAGCCAGGGAAAGTATCAGTAGAGGTGGCAATGAAGATTAAT89 

GCTGCATTGATGGAGCTGTGTAAGAAGGTTATGGGCGCCGATGACGCAGCAACTAAGA90 

CAAAATTCTTCTTGTACGTGATGCAGATTGCTTGCACGTTCTTTACATCGTCTTCGACGG91 

AGTTCAAAGAGTTTGACTACATAGAAACCGATGATGGAAAGAAGATATATGCGGTGTG92 

GGTATATGATTGCATTAAACAAGCTGCTGCTTCGACGGGTTATGAAAACCCGGTAAGG93 

CAGTATCTAGCGTACTTCACACCAACCTTTATCACGGCGACCCTGAATGGTAAACTAGT94 

GATGAACGAGAAGGTTATGGCACAGCATGGAGTACCACCGAAATTCTTTCCGTACACG95 

ATAGACTGCGTTCGTCCGACGTACGATCTGTTCAACAACGACGCAATACTAGCATGGA96 

ATTTAGCTAGACAGCAGGCGTTTAGAAACAAGACGGTAACGGCCGATAACACCTTACA97 

TAACGTCTTCCAACTATTGCAAAAGAAGTAGAA 98 


