
Sequences of OTU centroids 
were the largest size of  

uclust-OTU size  
in each OTU. 

Remaining  
sequences of OTU 

centroids perfomed 
"All-against-all 

BLASTN"

Sequences of uclust-OTU 
centroids were defined for the 
longest sequence in each OTU 

 

Filtered 16S rDNA amplicons 
were sorted  

in decreasing order. 

Sequences of OTU centroids 
were annotated into 

SILVA SSU database 
using BLASTN. 

Identity 97%,Coverage 80% 

Some sequences for  
the OTU centroids 

predicted by CHIMERA using 
reference and de novo modes 

of UCHIME were discarded 

MCL 
Identity 97%   

Coverage 80% 

UCLUST 
Identity 98%   

Coverage 90% 

Calculating Canberra distance across samples. 

Selecting the query and reference samples. 

Determining the identity of the query.  


