S1 Table. Quantification of various axon guidance defects caused by overexpression of Abl transgenes in a fra
homozygous background.

Anterior commissure thinning (%)

Anterior commissure gaps (%)

Transgene Embryo count 0 1 2 3 4 25 0 1 2 3 4 >5
RFP 177 93.2 6.8 0.0 0.0 0.0 0.0 97.2 28 0.0 0.0 0.0 0.0
AbIWT 182 88.5 9.9 1.6 0.0 0.0 0.0 989 11 0.0 0.0 0.0 0.0
AlQ 174 71.8 201 5.2 2.9 0.0 0.0 96.6 2.9 0.6 0.0 0.0 0.0
A2Q 90 91.1 8.9 0.0 0.0 0.0 0.0 989 11 0.0 0.0 0.0 0.0
A3Q 69 95.7 43 0.0 0.0 0.0 0.0 98.6 1.4 0.0 0.0 0.0 0.0
A4dQ 75 84.0 12.0 2.7 13 0.0 0.0 98.7 13 0.0 0.0 0.0 0.0
N 181 88.4 105 0.6 0.6 0.0 0.0 97.8 2.2 0.0 0.0 0.0 0.0
N-1Q 189 87.8 111 0.5 0.0 0.5 0.0 94.7 4.2 0.5 0.0 0.0 0.5
N-2Q 88 84.1 125 34 0.0 0.0 0.0 989 11 0.0 0.0 0.0 0.0
N-3Q 86 79.1 151 35 1.2 0.0 1.2 953 35 0.0 0.0 0.0 1.2
N-4Q 80 938 6.3 0.0 0.0 0.0 0.0 98.8 13 0.0 0.0 0.0 0.0
N-1Q-3Q 55 89.1 9.1 0.0 1.8 0.0 0.0 98.2 138 0.0 0.0 0.0 0.0
CTD 69 942 58 0.0 0.0 0.0 0.0 98.6 1.4 0.0 0.0 0.0 0.0
AP 95 83.2 158 11 0.0 0.0 0.0 989 11 0.0 0.0 0.0 0.0
N-1QAP 90 86.7 122 0.0 11 0.0 0.0 944 56 0.0 0.0 0.0 0.0
N-1Q-3QAP 91 84.6 121 33 0.0 0.0 0.0 956 44 0.0 0.0 0.0 0.0
A2E 87 80.5 103 8.0 11 0.0 0.0 90.8 9.2 0.0 0.0 0.0 0.0
N-2E-3Q 94 819 128 3.2 1.1 0.0 11 94.7 53 0.0 0.0 0.0 0.0
N-1E-3Q 89 809 157 34 0.0 0.0 0.0 955 45 0.0 0.0 0.0 0.0
Posterior commissure thinning (%) Longitudinal connective thinning (%)
Transgene Embryo count 0 1 2 3 4 25 0 1 2 3 4 25
RFP 177 169 345 266 119 56 4.5 158 26.6 237 220 73 4.5
AbIWT 182 121 18.1 231 247 143 7.7 82 121 258 18.7 19.2 159
Al1Q 174 4.0 6.9 23.0 241 23.0 19.0 69 121 109 264 218 218
A2Q 90 178 278 289 111 133 11 2.2 6.7 133 211 233 333
A3Q 69 145 159 406 174 43 7.2 145 275 174 246 7.2 8.7
A4dQ 75 8.0 147 187 18.7 24.0 16.0 2.7 13 187 36.0 16.0 253
N 181 11.0 27.1 254 215 99 5.0 116 17.7 254 243 127 83
N-1Q 189 159 259 201 185 116 79 19.0 243 259 190 53 6.3
N-2Q 88 5.7 6.8 261 261 205 148 6.8 10.2 25.0 22.7 216 136
N-3Q 86 12 174 174 244 18.6 20.9 4.7 81 151 291 12.8 30.2
N-4Q 80 263 313 150 138 5.0 8.8 16.3 13.8 263 163 125 15.0
N-1Q-3Q 55 145 327 20.0 164 109 55 0.0 55 145 255 236 309
CTD 69 37.7 217 304 7.2 2.9 0.0 159 188 232 275 7.2 7.2
AP 95 3.2 189 284 221 147 126 10.5 379 20.0 16.8 105 4.2
N-1QAP 90 12.2 26.7 300 144 738 8.9 189 233 289 211 6.7 11
N-1Q-3QAP 91 154 319 231 143 110 44 176 352 209 165 6.6 33
A2E 87 80 379 172 195 9.2 8.0 23.0 287 20.7 138 8.0 5.7
N-2E-3Q 94 74 181 255 20.2 11.7 17.0 12.8 255 191 223 138 64
N-1E-3Q 89 9.0 18.0 29.2 236 135 6.7 281 225 225 135 7.9 5.6

Shown here are per-embryo defect counts for anterior commissure thinning and gaps, posterior commissure thinning and
longitudinal connective thinning. Posterior commissure gaps and longitudinal connective gaps are shown in figure 5.




