
Coccophora langsdorfii
139 protein coding genes 

28 tRNAs and 6 rRNAs
GC-content: 29.8%
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S1 Fig. Plastid genome map of Coccophora langsdorfii. Annotated genes are 
color-coded according to their function. Genes on the outside of the circles are 
transcribed clockwise and those on the inside counter clockwise. Abbreviations: 
IR, Inverse Repeats; SSC, Small Single-Copy; LSC, Large Single-Copy.


