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	Hypothesis
	Likelihood scores (lnL)
	AU
	KH
	SH
	WKH
	WSH

	This study
	- 3749.171
	0.703
	0.71
	0.949
	0.71
	0.958

	Vietnam monophyly
	- 3844.787
	0.297
	0.29
	0.559
	0.29
	0.486

	Sumatra monophyly
	- 3796.949
	<0.001*
	<0.001*
	<0.001*
	<0.001*
	<0.001*

	Borneo monophyly
	- 3755.026
	<0.001*
	<0.001*
	<0.001*
	<0.001*
	<0.001*



*Statistically significant at P < 0.05 rejecting the hypothesis tested.

