 S4 TABLE. Upregulated and downregulated genes based on LogFC value.
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image5.emf
1 element  exclusively DOWN in C57/BL6

lincRNA -1.159 -0.483 -0.528 -0.144

37 elements exclusively DOWN  in CD1

Apod apolipoprotein D 0.227 -0.047 -0.123 -2.295

Arhgap26Rho GTPase activating protein 26 -0.025 -0.116 0.232 -2.220

Cdhr3 cadherin-related family member 3 -0.078 -0.196 0.013 -2.137

lincRNA -0.597 -0.012 -0.021 -2.033

lincRNA -0.206 -0.137 0.031 -2.024

LOC102632285WD repeat-containing protein 87-like -0.057 -0.196 0.036 -2.007

2210408F21RikRIKEN cDNA 2210408F21 gene -0.193 0.008 -0.217 -1.962

lincRNA -0.105 -0.089 0.025 -1.870

lincRNA -0.484 -0.138 -0.008 -1.869

Mrgpra2bMAS-related GPR, member A2B -0.120 -0.153 -0.046 -2.577

lincRNA 0.162 -0.118 0.227 -1.779

Mrgpra2aMAS-related GPR, member A2A -0.149 -0.054 0.010 -2.492

Stk32aserine/threonine kinase 32A -0.391 -0.158 -0.045 -1.895

lincRNA -0.251 -0.135 0.023 -1.727

LOC102641463disks large homolog 5-like -0.202 -0.137 -0.056 -1.432

lincRNA 0.082 -0.189 0.136 -1.686

Kbtbd13kelch repeat and BTB (POZ) domain containing 13 0.213 0.041 0.030 -1.323

Zfp74 zinc finger protein 74 -0.021 0.299 0.043 -1.310

Fam227bfamily with sequence similarity 227, member B -0.143 0.157 -0.133 -1.619

lincRNA -0.163 0.063 0.119 -1.568

Trim62tripartite motif-containing 62 -0.014 -0.210 -0.016 -1.507

lincRNA -0.033 -0.166 -0.120 -1.102

Retnla resistin like alpha -0.805 -0.364 -0.651 -1.421

Bsnd Bartter syndrome, infantile, with sensorineural deafness (Barttin) -0.143 -0.161 0.028 -1.057

Gps2 G protein pathway suppressor 2 0.318 -0.333 -0.173 -1.478

lincRNA 0.046 0.191 -0.054 -1.095

lincRNA 0.013 0.045 -0.143 -1.010

9030619P08Riklymphocyte antigen 6 complex pseudogene 0.347 0.201 0.172 -1.101

lincRNA 0.029 -0.092 -0.187 -1.409

9130204L05RikRIKEN cDNA 9130204L05 gene 0.041 0.035 -0.235 -1.109

H2-K1 histocompatibility 2, K1, K region 0.081 0.012 0.503 -1.021

1700001L19RikRIKEN cDNA 1700001L19 gene -0.042 0.149 -0.045 -1.177

Cx3cr1chemokine (C-X3-C motif) receptor 1 -0.552 -0.577 -0.762 -1.100

Mpeg1macrophage expressed gene 1 -0.307 -0.606 -0.902 -1.115

Cx3cr1chemokine (C-X3-C motif) receptor 1 -0.508 -0.652 -0.750 -1.003

Ly6a lymphocyte antigen 6 complex, locus A 0.613 0.105 0.247 -1.056

Camk2dcalcium/calmodulin-dependent protein kinase II, delta -0.105 -0.321 -0.243 -1.018

24 elements  exclusively DOWN  in AJ

Olfr872olfactory receptor 872 0.244 0.079 -1.575 -0.006

lincRNA -0.094 -0.148 -1.702 -0.016

Slc4a1 solute carrier family 4 (anion exchanger), member 1 1.589 1.316 -1.830 -0.670

Rhd Rh blood group, D antigen 0.614 0.121 -1.421 -0.255

lincRNA 0.274 -0.016 -1.469 0.038

Mpo myeloperoxidase 0.610 -0.454 -1.464 -0.395

Ltf lactotransferrin 0.717 -0.753 -1.472 -0.290

Retnlg resistin like gamma 0.353 -0.542 -1.364 -0.046

lincRNA 0.120 0.048 -1.235 -0.020

Ngp neutrophilic granule protein 0.382 -0.819 -1.444 -0.438

Cd79b CD79B antigen -0.717 -0.700 -1.381 -0.616

Kel Kell blood group 0.591 0.262 -1.206 -0.057

Camp cathelicidin antimicrobial peptide 0.454 -0.643 -1.488 -0.426

Camp cathelicidin antimicrobial peptide 0.472 -0.820 -1.561 -0.433

lincRNA 0.104 0.035 -1.352 0.065

Cd209aCD209a antigen -0.389 -0.284 -1.187 -0.514

lincRNA -0.161 0.045 -1.177 0.002

S100a9S100 calcium binding protein A9 (calgranulin B) 0.691 -0.463 -1.613 0.285

S100a8S100 calcium binding protein A8 (calgranulin A) 0.867 -0.643 -1.344 -0.046

Ctse cathepsin E 0.335 -0.033 -1.046 -0.407

Foxc2 forkhead box C2 0.461 0.334 -1.208 -0.206

Cx3cr1chemokine (C-X3-C motif) receptor 1 -0.313 -0.882 -1.033 -0.761

Zdhhc22zinc finger, DHHC-type containing 22 0.320 0.726 -1.054 -0.685

Slc25a37solute carrier family 25, member 37 0.625 0.809 -1.269 -0.443


image1.emf
C57/BL6 Balb-c AJ CD1

6 common elements UP in AJ, CD1, C57/BL6 and Balb-c

Tnnc2 troponin C2, fast 1.291 1.528 1.748 1.750

Myl1 myosin, light polypeptide 1 1.355 1.499 1.459 1.466

Pgam2 phosphoglycerate mutase 2 1.065 1.148 1.204 1.210

Tnnt3 troponin T3, skeletal, fast 1.350 1.016 1.231 1.395

Myh8 myosin, heavy polypeptide 8, skeletal muscle, perinatal 1.114 1.229 1.331 1.461

Tnni2 troponin I, skeletal, fast 2 1.173 1.200 1.075 1.408

1 common element UP in AJ, CD1, C57/BL6

Myh4 myosin, heavy polypeptide 4, skeletal muscle 1.204 0.970 1.456 1.469

1 common element UP in CD1, C57/BL6, Balb-c

Cox8b cytochrome c oxidase subunit VIIIb 1.296 1.349 0.454 1.136

2 common elements UP in AJ, CD1, Balb-c

Tcap titin-cap 0.923 1.434 1.267 1.497

Cox6a2 cytochrome c oxidase subunit VIa polypeptide 2 0.986 1.023 1.026 1.253

1 common element UP in AJ, C57/BL6, Balb-c

Acta1 actin, alpha 1, skeletal muscle 1.669 1.465 1.026 0.770

1 common element UP in CD1, C57/BL6

Tnnt3 troponin T3, skeletal, fast 1.381 0.801 0.579 1.353

1 common element UP in AJ, -Balb-c

Rs5-8s1 5.8S ribosomal RNA -0.372 2.157 2.444 -0.681

5 common elements iUP in CD1, Balb-c

lincRNA 0.606 1.352 0.938 1.915

Mb myoglobin 0.893 1.279 0.784 2.109

Myh7 myosin, heavy polypeptide 7, cardiac muscle, beta 0.272 1.213 0.537 1.322

Myh2 myosin, heavy polypeptide 2, skeletal muscle, adult 0.283 1.517 0.850 1.322

Myl2 myosin, light polypeptide 2, regulatory, cardiac, slow 0.542 1.168 0.690 1.008

4 common elements UP in AJ, C57/BL6

Ckm creatine kinase, muscle 1.397 0.810 1.498 0.847

Myl1 myosin, light polypeptide 1 1.283 0.715 1.427 0.717

Actn3 actinin alpha 3 1.281 0.286 1.355 0.322

Mybpc2 myosin binding protein C, fast-type 1.049 0.580 1.179 0.826

4 common elements UP in C57/BL6 and Balb-c

Apol11bapolipoprotein L 11b 1.817 1.224 0.009 0.016

Slc4a1 solute carrier family 4 (anion exchanger), member 1 1.589 1.316 -1.830 -0.670

Prg4 proteoglycan 4 (megakaryocyte stimulating factor, articular superficial zone protein) 1.132 1.251 0.088 0.395

1500015O10RikRIKEN cDNA 1500015O10 gene 1.097 1.111 0.312 0.185

1 common element UP in AJ and Balb-c

Rs5-8s1 5.8S ribosomal RNA -0.372 2.157 2.444 -0.681

25 elements exclusively UP in AJ

lincRNA -0.024 0.153 1.829 0.007

LOC102632445uncharacterized LOC102632445 0.032 0.004 1.808 0.072

lincRNA -0.038 0.017 1.913 -0.146

lincRNA 0.000 -0.035 1.839 0.100

Slc26a10solute carrier family 26, member 10 -0.035 -0.006 1.542 0.036

lincRNA -0.124 -0.140 1.616 -0.240

Wfdc17 WAP four-disulfide core domain 17 0.577 0.922 1.471 0.620

Npcd neuronal pentraxin chromo domain 0.036 0.043 1.209 0.103

lincRNA 0.836 0.878 1.460 0.557

Rnu2-10U2 small nuclear RNA 10 -0.384 0.928 1.436 -0.217

Neb nebulin 0.491 0.799 1.177 0.877

lincRNA 0.846 0.751 1.313 0.682

lincRNA -0.287 0.628 1.228 -0.454

lincRNA -0.066 0.405 1.323 -0.210

Rnu1b6 U1b6 small nuclear RNA -0.088 0.959 1.549 0.233

lincRNA -0.061 0.536 1.314 -0.199

Tox4 TOX high mobility group box family member 4 0.319 -0.466 1.072 -0.050

lincRNA -0.182 -0.155 1.063 0.423

lincRNA -0.135 0.582 1.060 -0.106

lincRNA 0.300 0.693 1.112 0.378

Tbx22 T-box 22 -0.230 0.286 1.045 0.617

lincRNA -0.085 -0.226 1.025 0.647

Tdgf1 teratocarcinoma-derived growth factor 1 -0.105 0.235 1.009 0.767

Dbp D site albumin promoter binding protein 0.410 0.645 1.012 0.013

Lzts3 leucine zipper, putative tumor suppressor family member 3 -0.466 0.252 1.070 0.895

LogFC


image2.emf
32 elements exclusively UP in CD1

lincRNA 0.015 -0.088 -0.035 1.737

Tmem41btransmembrane protein 41B -0.130 -0.011 0.013 2.593

lincRNA 0.058 -0.023 -0.013 1.568

Mrgprx2MAS-related GPR, member X2 0.024 0.135 -0.047 1.449

lincRNA 0.063 -0.085 -0.016 1.470

Lrrc49 leucine rich repeat containing 49 -0.005 0.148 -0.428 1.411

lincRNA -0.051 -0.036 -0.009 1.288

5430410E06RikRIKEN cDNA 5430410E06 gene 0.034 0.100 0.144 1.300

BC026762cDNA sequence BC026762 0.058 0.068 0.108 1.359

Gm7967predicted gene 7967 0.011 0.032 -0.025 1.297

Csprs component of Sp100-rs 0.130 -0.152 0.202 1.280

Kcne2 potassium voltage-gated channel, Isk-related subfamily, gene 2 -0.007 0.024 0.033 1.170

lincRNA 0.083 0.010 0.033 1.230

H2-D1 histocompatibility 2, D region locus 1 0.085 -0.036 0.113 1.920

Slc14a1 solute carrier family 14 (urea transporter), member 1 -0.068 0.061 -0.428 1.212

lincRNA 0.020 -0.131 -0.237 1.105

lincRNA -0.029 0.118 0.207 1.024

lincRNA -0.102 -0.152 0.053 1.213

lincRNA 0.051 0.242 0.015 1.800

5430410E06RikRIKEN cDNA 5430410E06 gene -0.115 -0.077 -0.113 1.056

Ttn titin 0.931 0.849 0.095 1.272

2610305D13RikRIKEN cDNA 2610305D13 gene -0.107 0.015 0.047 1.221

lincRNA 0.664 0.765 0.934 1.092

lincRNA 0.014 0.105 -0.080 1.054

H2-DMb1histocompatibility 2, class II, locus Mb1 -0.198 -1.279 0.025 1.238

Ckmt2 creatine kinase, mitochondrial 2 0.539 0.925 0.838 1.075

H2-Q7 histocompatibility 2, Q region locus 7 0.130 -0.020 0.151 1.392

Myh1 myosin, heavy polypeptide 1, skeletal muscle, adult 0.539 0.649 0.766 1.159

Atp11c ATPase, class VI, type 11C -0.017 0.352 0.092 1.082

H2-Q8 histocompatibility 2, Q region locus 8 0.146 0.151 0.307 1.085

Cdk14 cyclin-dependent kinase 14 -0.402 0.334 0.099 1.036

Ptgir prostaglandin I receptor (IP) -0.042 0.339 -0.180 1.011

29 elements  exclusively UP in C57/BL6

Cfd complement factor D (adipsin) 1.998 0.754 0.263 0.653

Fabp4 fatty acid binding protein 4, adipocyte 1.967 0.805 -0.137 0.303

Adipoq adiponectin, C1Q and collagen domain containing 1.638 0.690 0.128 0.049

Car3 carbonic anhydrase 3 1.503 0.522 0.479 -0.059

Retn resistin 1.484 0.393 0.508 -0.070

Ptgds prostaglandin D2 synthase (brain) 1.456 0.496 0.028 0.131

Retn resistin 1.447 0.574 0.668 0.003

Cidec cell death-inducing DFFA-like effector c 1.395 0.455 -0.176 0.081

Lrg1 leucine-rich alpha-2-glycoprotein 1 1.329 0.605 0.778 0.507

Rbp4 retinol binding protein 4, plasma 1.309 0.802 0.263 -0.128

Gp9 glycoprotein 9 (platelet) 1.295 0.922 0.090 0.672

Pf4 platelet factor 4 1.245 0.869 0.069 0.560

Igh-VJ558immunoglobulin heavy chain (J558 family) 1.233 0.720 0.965 0.167

Ucp1 uncoupling protein 1 (mitochondrial, proton carrier) 1.230 0.548 -0.465 0.043

Pck1 phosphoenolpyruvate carboxykinase 1, cytosolic 1.229 0.419 -0.426 0.254

Hp haptoglobin 1.162 0.070 0.098 0.418

Ctla2b cytotoxic T lymphocyte-associated protein 2 beta 1.161 0.600 0.160 0.130

H19 H19, imprinted maternally expressed transcript 1.136 0.909 0.001 0.601

Treml1 triggering receptor expressed on myeloid cells-like 1 1.100 0.637 -0.245 0.726

Cyp2e1 cytochrome P450, family 2, subfamily e, polypeptide 1 1.066 0.384 0.036 0.527

Tpm1 tropomyosin 1, alpha 1.060 0.469 0.019 0.416

Myoz1 myozenin 1 1.049 0.559 0.895 0.881

Mup19 major urinary protein 19 1.048 0.366 0.105 0.736

Plin1 perilipin 1 1.042 0.679 0.023 0.020

Aldh1a2 aldehyde dehydrogenase family 1, subfamily A2 1.025 0.591 0.064 0.173

LOC100048884novel member of the major urinary protein (Mup) gene family 1.024 0.514 0.051 0.813

lincRNA 1.023 0.463 0.216 0.042

Ampd1 adenosine monophosphate deaminase 1 1.022 0.497 0.729 0.483

Igh-VJ558immunoglobulin heavy chain (J558 family) 1.017 0.609 0.396 0.138


image3.emf
10 elements  exclusively UP in Balb-c

Dbhos dopamine beta hydroxylase, opposite strand -0.079 1.408 0.135 0.151

Pttg1 pituitary tumor-transforming gene 1 0.073 1.137 -0.206 0.225

Fn1 fibronectin 1 0.547 1.107 0.239 -0.048

Ces2e carboxylesterase 2E 0.379 1.102 0.027 0.825

Actg2 actin, gamma 2, smooth muscle, enteric 0.803 1.067 0.707 0.895

Hbb-bt hemoglobin, beta adult t chain 0.961 1.045 -2.026 -1.055

Alas2 aminolevulinic acid synthase 2, erythroid 0.541 1.039 -2.651 -1.817

Dapl1 death associated protein-like 1 0.683 1.009 0.273 0.153

Fam46c family with sequence similarity 46, member C 0.221 1.004 -1.346 -1.036

Csrp3 cysteine and glycine-rich protein 3 0.076 1.001 0.129 0.603


image4.emf
C57/BL6 Balb-c AJ CD1

2 common elements DOWN in AJ, CD1, C57/BL6 and Balb-c

H2-Eb1histocompatibility 2, class II antigen E beta -1.372 -2.242 -1.852 -3.070

Cd74 CD74 antigen (invariant polypeptide of major histocompatibility complex, class II antigen-associated) -1.094 -2.477 -1.823 -2.444

2 common elements DOWN in CD1, C57/BL6 and Balb-c

H2-Ab1histocompatibility 2, class II antigen A, beta 1 -1.364 -1.709 -0.889 -3.123

H2-Ab1histocompatibility 2, class II antigen A, beta 1 -1.313 -1.578 -0.912 -2.641

1 common element DOWN  CD1, C57/BL6 

H2-Aa histocompatibility 2, class II antigen A, alpha -1.287 -0.637 -0.385 -1.063

8 common elements DOWN in AJ, CD1

Alas2 aminolevulinic acid synthase 2, erythroid 0.541 1.039 -2.651 -1.817

Hbb-b1hemoglobin, beta adult major chain 0.633 0.535 -2.504 -2.089

Hbb-b2hemoglobin, beta adult minor chain 0.752 0.935 -2.215 -1.017

Hba-a1hemoglobin alpha, adult chain 1 0.484 0.606 -2.271 -1.407

Hbb-bthemoglobin, beta adult t chain 0.961 1.045 -2.026 -1.055

Fam46cfamily with sequence similarity 46, member C 0.221 1.004 -1.346 -1.036

Plbd1 phospholipase B domain containing 1 -0.373 -0.465 -1.204 -1.332

Hba-a2hemoglobin alpha, adult chain 2 0.067 0.056 -1.190 -1.059

1 common element DOWN in AJ, Balb-c

Siglechsialic acid binding Ig-like lectin H -0.721 -1.107 -1.408 -0.805

3 common elements DOWN in CD1, Balb-c

lincRNA 0.971 -2.376 -0.470 -1.565

lincRNA 0.337 -1.917 -0.034 -1.585

lincRNA 0.466 -1.462 0.264 -1.291

24 elements exclusively DOWN in Balb-c

lincRNA -0.066 -1.003 0.178 -0.121

Dbh dopamine beta hydroxylase 0.019 -1.004 0.023 0.034

Iqsec3 IQ motif and Sec7 domain 3 0.612 -1.010 0.711 -0.255

5430417L22RikRIKEN cDNA 5430417L22 gene 0.020 -1.014 -0.276 -0.839

lincRNA -0.134 -1.018 -0.104 -0.168

Cfl1 cofilin 1, non-muscle 0.248 -1.022 -0.267 -0.661

lincRNA 0.050 -1.044 -0.093 -0.006

lincRNA 0.192 -1.060 -0.226 -0.381

1700025F22RikRIKEN cDNA 1700025F22 gene -0.036 -1.072 -0.340 -0.396

lincRNA 0.076 -1.077 -0.240 -0.212

lincRNA 0.266 -1.078 0.123 -0.251

Spatc1 spermatogenesis and centriole associated 1 -0.107 -1.093 -0.167 0.014

lincRNA -0.083 -1.097 -0.106 0.031

lincRNA 0.014 -1.115 -0.113 -0.532

4930449E01RikRIKEN cDNA 4930449E01 gene 0.105 -1.176 0.113 0.147

lincRNA 0.042 -1.188 0.319 -0.074

lincRNA 0.309 -1.233 0.200 -0.393

lincRNA -0.012 -1.245 0.055 -0.030

lincRNA 0.320 -1.259 0.244 -0.739

Gm684predicted gene 684 0.122 -1.278 -0.161 -0.181

H2-DMb1histocompatibility 2, class II, locus Mb1 -0.198 -1.279 -0.690 1.238

Sox1 SRY (sex determining region Y)-box 1 0.364 -1.366 -0.356 -0.453

Syt10 synaptotagmin X 0.735 -1.466 0.916 0.216

lincRNA 0.034 -1.537 -0.054 -0.126

LogFC


