S5 Table. Proteins altered in LV and RV after transverse aortic constriction (TAC).

Primary Swiss .

protelp Prot ID Protein name LV LV LV LV LV LV RV RV RV RV RV RV

name 4d 14d  21d  28d  42d  56d 4d 14d  21d  28d  42d  56d
6PGD Q9DCDO  6-phosphogluconate dehydrogenase,decarboxylating 278 580 293 061 231 110 | 278 090 061 107 082 261
AIAG2  PO7361  Alpha-1-acid glycoprotein 2 030 182 195 106 000 343 | 046 016 236 582 011 0.8
ACTN1 Q7TPR4  Alpha-actinin-1 099 145 09 178 140 230 | 119 171 219 174 120 233
ACTS P68134  Actin, alpha skeletal muscle 137 631 444 499 570 531|092 1838 250 283 205 5.09
ADA10 035598  Disintegrin and metalloproteinase domain-containing protein 10 102 085 047 101 138 178 | 057 166 146 042 181 4.00
ANF P05125  Atrial natriuretic factor 184 491 626 533 437 328 | 011 053 017 144 058 152
ANK1 Q02357  Ankyrin-1 128 032 172 211 012 040 | 067 131 076 079 155 0.50
ANK?2 Q8C8R3  Ankyrin-2 107 040 311 071 083 086 | 114 112 044 065 136 0091
ANXAL P10107  Annexin Al 187 201 112 128 095 198 | 125 158 047 124 223 144
ANXA4 P97429  Annexin A4 122 406 136 136 179 207 | 125 149 201 054 138 127
BZW?2 Q91VK1  Basic leucine zipper and W2 domain-containing protein 2 055 093 069 045 129 109 | 070 090 059 170 078 031

Complement component 1 Q subcomponent-binding protein.

- . 400 031 076 073 022 037|072 092 108 274 145 061
mitochondrial

C1QBP 035658

CALM P62204  Calmodulin 230 062 094 108 064 084 | 089 169 077 283 140 0.27
CAPZB P47757  F-actin-capping protein subunit beta 301 176 746 065 113 060 | 036 009 041 293 157 7.26
CC138 QOVF22  Coiled-coil domain-containing protein 138 057 079 014 081 070 1.04 | 163 591 131 065 037 055
CES1D Q8VCT4  Carboxylesterase 1D 075 036 030 055 047 030 | 093 092 092 065 076 047

C(_)iled-coil-_helix-coiIed-coil-helixdomain-containingproteinZ, 104 170 996 107 288 051 | 067 004 044 916 795 7.62
mitochondrial

CLN8 Q9QUK3  Protein CLN8 055 164 051 045 065 149 | 111 273 108 05 110 0.82

CHCH2 Q9D1LO0

CN159 Q8BH86  UPF0317 protein C140rf159 homolog,mitochondrial 0.96 057 060 079 054 041 | 072 084 071 077 065 0.49
CND2 Q8C156  Condensin complex subunit 2 084 103 242 139 072 071|083 09 145 299 115 0.85




Primary

protein Psr‘(’)"tislsD Protein name LV LV LV LV LV LV|RV RV RV RV RV RV

name 4d 14d 21d 28d 42d 56d 4d 14d 21d 28d 42d 56d
COIA2 Q01149  Collagen alpha-2(l) chain 059 238 157 114 121 165 | 131 116 097 046 112 1.4
CO4A1 P02463  Collagen alpha-1(1V) chain 120 178 266 109 101 119 | 074 044 092 159 226 149
coxi P0O0397  Cytochrome c oxidase subunit 1 119 038 28 126 073 073 | 073 081 078 28 133 1.06
COX20 QD74  Cytochrome c oxidase protein 20 homolog 109 067 088 045 073 08l | 092 128 089 204 076 047
CP4AA 088833  Cytochrome P450 4A10 170 088 066 195 049 094 | 106 1.06 173 047 122 0.46
CX6B1 P56391  Cytochrome c oxidase subunit 6B1 529 094 563 109 121 061 | 032 011 057 429 289 423
EIF3I Q9QZD9  Eukaryotic translation initiation factor 3 subunit | 096 205 097 091 121 134 | 166 08 125 038 097 094
F210A Q8BGY7  Protein FAM210A 084 104 045 024 051 048 | 112 076 051 119 121 046
FETUA  P29699  Alpha-2-HS-glycoprotein 142 139 400 083 127 078 | 046 042 065 246 522 177
FGF1 P61148  Heparin-binding growth factor 1 067 235 147 179 049 078 | 109 078 093 043 106 0.70
FHL1 PO7447  Four and a half LIM domains protein 1 221 414 403 272 282 455 | 130 254 246 128 236 450
FHL2 070433  Four and a half LIM domains protein 2 105 095 25 078 109 114 | 087 033 081 072 182 128
FINC P11276  Fibronectin 189 186 189 213 079 231 | 224 140 261 115 081 067
FLNC  Q8VHX6 Filamin-C 173 213 210 211 195 278 | 128 165 172 189 140 244
FRIH PO9528  Ferritin heavy chain 048 039 045 051 045 050 | 071 084 066 068 066 045
GBB2 P62880  Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 088 134 526 099 246 055 | 047 023 054 208 602 143
GCAB P01864  Ig gamma-2A chain C region secreted form 077 088 148 327 049 09 | 036 070 225 4.07 045 0.87
GLRX5  Q80Y14 Glutaredoxin-related protein 5 098 117 104 128 107 077 | 031 008 048 151 7.09 4.96
GPDM Q64521  Glycerol-3-phosphate dehydrogenase, mitochondrial 089 049 047 215 045 064 | 087 110 134 062 080 031
HBB1 P02088 Hemoglobin subunit beta-1 113 104 071 229 088 059 | 111 08 202 071 053 094
HPT Q61646 Haptoglobin 031 025 179 765 009 149 | 048 031 129 310 022 144
HSPB6 Q5EBG6  Heat shock protein beta-6 234 227 198 197 206 194 | 09 129 146 158 246 196
IF5A1 P63242  Eukaryotic translation initiation factor 5A-1 119 148 932 05 060 074 | 072 100 143 208 053 035
1GG2B P01867 Ig gamma-2B chain C region 063 131 146 241 034 126 | 050 073 177 210 047 115




Primary

protein Psr‘(’)"tislsD Protein name LV LV LV LV LV LV|RV RV RV RV RV RV

name 4d 14d 21d 28d 42d 56d 4d 14d 21d 28d 42d 56d
IGH1IM P01869  Ig gamma-1 chain C region, membrane-bound form 063 086 430 387 044 155 | 055 059 176 247 049 131
IGKC P01837 Ig kappa chain C region 077 119 312 18 063 159 | 036 065 210 350 050 113
KAT1 Q8BTY1  Kynurenine--oxoglutarate transaminase 1 079 100 049 085 099 1.03 | 140 067 104 049 073 0.69
KCCI1A  Q91YS8  Calcium/calmodulin-dependent protein kinase type 1 111 08 060 232 034 152 | 08 093 134 153 037 0.38
KV5A3 P01635 Ig kappa chain V-V region K2 (Fragment) 105 192 270 341 117 222 | 084 201 265 273 064 169
MLRA Q9QVP4  Myosin regulatory light chain 2, atrial isoform 016 052 030 075 090 110 | 032 142 024 095 027 384
MUCM P01873 Ig mu chain C region membrane-bound form 103 1000 029 083 142 068 | 245 200 194 132 120 0.52
MYH7 Q91z83  Myosin-7 159 500 521 711 527 172 | 230 140 176 238 172 950
MYL1 P05977  Myosin light chain 1/3, skeletal muscle isoform 201 536 407 264 291 285 | 143 149 213 135 137 171
MYL4 P09541 Myosin light chain 4 021 043 055 063 09 103|031 145 021 106 048 4.36
NDUF4  QoD1He /Dt dehvrogenase [ublquinone] 1 alpha subcomplex assembly factor gg5 05 001 155 037 097 | 072 072 067 184 037 030
NDUV3  Q8BK30 NADH dehydrogenase [ubiquinone] flavoprotein 3. mitochondrial 052 228 114 059 104 069 | 1.05 082 123 047 122 085
NU3M P03899  NADH-ubiquinone oxidoreductase chain 3 403 121 535 073 118 059 | 036 0.15 047 276 183 552
PALLD Q9ET54  Palladin 117 371 169 147 147 116 | 176 117 062 128 131 218
PDLI1 070400 PDZ and LIM domain protein 1 101 232 159 170 187 165 | 123 100 173 137 163 241
POPL  Qauvrp  [Pynuate deflydrogenase [acetyl-transferring]]-phosphatase 1. 076 093 074 142 035 133 | 087 096 133 069 066 023
PGFS Q9DB60  Prostamide/prostaglandin F synthase 209 059 254 139 031 09 | 083 141 116 325 216 1.19
PKHOL1  Q9JIYO  Pleckstrin homology domain-containing family O member 1 085 118 050 065 076 088 |08 079 08 205 066 0.76
PLIN4 088492  Perilipin-4 041 126 066 173 105 090 | 091 192 167 048 054 0.38
PTCD3 Q14C51  Pentatricopeptide repeat-containing protein 3, mitochondrial 189 058 061 243 129 102 | 066 067 212 102 1.03 050
PURB 035295  Transcriptional activator protein Pur-beta 055 241 107 094 206 155 | 125 123 139 081 201 080
QCRI10 Q9CPX8  Cytochrome b-c1 complex subunit 10 091 032 038 091 142 073 |08 077 130 170 042 0.58
QCR6 P99028  Cytochrome b-c1 complex subunit 6, mitochondrial 650 112 553 103 136 054 | 040 015 079 270 379 287
RAB18 P35293 Ras-related protein Rab-18 3366 166 062 126 075 114 | 128 122 140 111 038 1.9




Primary

protein Psr‘(’)"tislsD Protein name LV LV LV LV LV LV|[RV RV RV RV RV RV

name 4d 14d  21d  28d  42d  56d 4d 14d 21d  28d  42d  56d
RABGA P35279 Ras-related protein Rab-6A 132 08 127 148 101 221 | 081 051 310 297 067 124
RBM46 P86049  Probable RNA-binding protein 46 132 203 021 131 110 421 | 175 0.05 033 104 064 129
RS15 P62843  40S ribosomal protein S15 460 078 090 091 041 098 | 127 135 099 310 173 0.60
RS3A P97351  40S ribosomal protein S3a 148 113 206 124 087 086 | 077 042 082 111 256 208
SAA1 P05366  Serum amyloid A-1 protein 0.50 1000 5.65 1000 0.00 093 | 0.63 128 245 047 132 213
SIR3 Q8R104  NAD-dependent protein deacetylase sirtuin-3 198 096 043 042 012 090 | 1.09 216 1.09 270 069 0.55
SLMAP  Q3URD3  Sarcolemmal membrane-associated protein 108 173 200 151 154 205 | 130 171 223 164 177 250
SPT6H Q62383  Transcription elongation factor SPT6 053 168 037 061 078 112|071 262 098 057 056 1.28
SSPN Q62147  Sarcospan 045 100 229 063 125 078 | 137 070 095 040 133 158
SYNE1 Q6ZWR6  Nesprin-1 092 120 318 433 027 041 | 125 101 109 057 103 270
SYP2L Q8BWBL1 Synaptopodin 2-like protein 192 367 347 211 279 341 | 144 201 153 168 198 299
TBB2A Q7TMM9  Tubulin beta-2A chain 145 277 254 192 168 345 | 135 165 147 092 164 229
TFR1 Q62351  Transferrin receptor protein 1 161 236 176 157 129 102 | 135 09 114 063 113 280
XIRP1 070373  Xin actin-binding repeat-containing protein 1 194 317 299 213 322 381|127 171 161 110 132 245




