S1 Text. Cloning of the constructs.
Primer Ubi-sense and Ubi-anti (S1 Table S1) were used to amplify the ubiquitin4-2 promoter from parsley using plasmid pPZP221-I-SceI_co as a template (kind gift of the Puchta lab in Karlsruhe, see Fauser et al. (2012)[40]) with attached AscI and XhoI restriction sites and cloned into the AscI/XhoI restricted V69 vector (containing modified 5’ and 3’ UTRs of RNA-2 from the Cowpea Mosaic Virus as translational enhancers, see Myrach et al. (2017)[41] for a detailed description of V69) replacing the 35S promoter with the ubiquitin4-2 promoter resulting in V69-Ubi. The primers Cas9-sense and Cas9-anti were used to amplify the Cas9 gene from 35S-Cas9-SK (kindly provided by Jian-Kang Zhu, Shanghai Center for Plant Stress Biology, China, see Feng et al. (2013) and Mao et al. (2013)[41,42]) with attached EcoRI/XmaI sites and the Cas9 gene was cloned into EcoRI and XmaI linearized V69-Ubi resulting in V69-Ubi:Cas9. With hybridized oligos MCS1 and MCS2 a multiple cloning site with MluI, KpnI, AgeI and AatII sites was added to the PmeI and NotI linearized V69-Ubi:Cas9 resulting in V69-Ubi-Cas9-MCS. The U6-26 promoter together with the guide scaffold (separated by a BbsI cloning site allowing the cloning of the target sequence) was amplified from the vector AtU6-26-SK (also kindly provided by Jian-Kang Zhu) with primer guide-RNA-sense and guide-RNA-anti adding flanking KpnI and MluI sites and the KpnI/MluI restricted PCR product was ligated in the KpnI/MluI linearized V69-Ubi:Cas9-MCS resulting in V69-Ubi:Cas9-MCS-U6. For amplification of a fluorescent marker with introns for reduced silencing we used pG104-GFPendo (kindly provided by Michael Wassenegger, see Dadami et al. (2013)[29] for details) as a template. The gene cassette including rbcS promoter and terminator contained BbsI sites that were removed by amplification of four overlapping PCR-products (GFP-1+GFP-2, GFP-3+GFP-4, GFP-5+GFP-6, GFP-7+GFP8) that were assembled together with the AscI linearized V69-Ubi:Cas9-MCS-U6 vector using the NEBuilder HiFi DNA Assembly Cloning Kit (New England Biolabs, Ipswich, USA) creating the vector V69-Ubi-Cas9-MCS-U6-rbcS:GFP (V110). The backbone of the binary vector was switched by cloning the complete cassette into pBGWFS (BbsI sites were removed previously) using PmeI and Eco47III, resulting in pB-Ubi-Cas9-MCS-U6-rbcS:GFP (V111). For expression of the fluorescent marker in roots we amplified a 35S promoter devoid of BbsI sites from pICH51266 (a gift from Sylvestre Marillonnet and Nicola Patron (Addgene plasmid # 50267)) with attached SbfI and PacI sites (using primer 35S-SbfI-sense and 35S-PacI-anti) and ligated it with the PacI/SbfI restricted vector resulting in pB-CRISPR+35S::GFP (V112).
For the complementation, BcFLA1amut was produced synthetically by IDT (Integrated DNA Technologies, Inc., Coralville, IA, USA) and contained a ClaI restriction site at the beginning and a PstI restriction site at the end for the insertion into the MCS of V69 vector resulting in H279. Then the overexpression cassette from H279 was cut by AscI and PmeI and, after blunting the AscI digested end, inserted into the CRISPR+35S::GFP+fla1-guides (H278), which was digested by PmeI, resulting in H280.
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