S2 Table: Dominant bacterial OTUs and their closest phylogenetic neighbors

Bacterial Nearest Neighbor Similarity  EZ taxon Blast Similarity  Phylum Isolation source
oTuU (NCBI-BLAST) (%) (%)

B_0OTU1 Lacinutrix algicola AKS293 92 Lacinutrix algicola 92 Bacteroidetes Sea Water, Korea
(NR043592) AKS293"

B_0OTU2 Owenweeksia hongkongensis 92 Flavobacteria class 99 Bacteroidetes Southern Ocean
UST20020801" (NR040990)

B_OTU3 Yeosuana aromativorans GW1-1" 92 Flavobacteria class 98.63 Bacteroidetes South Sea, Korea
(NR043102)

B_OTU4 Corallibacter vietnamensis KMM 98 Flavobacteria class 100 Bacteroidetes Sea Water
6217' (NR122083 )

B_OTUS Tenacibaculum ovolyticum NBRC 99 Tenacibaculum ovolyticum 100 Bacteroidetes Sea Water, Japan
15947 ( NR113826) IFO 15947T

B_OTU6 Aquibacter zeaxanthinifaciens CC- 93 Flavobacteria class 99 Bacteroidetes Surface Sea Water
AMZ-304" (NR125631)

B_OTU7 Lacinutrix algicola AKS293" 92 Lacinutrix algicola 92 Bacteroidetes Sea Water, Korea
(NR043592) AKS293" (DQ167238)

B_OTU8 Owenweeksia hongkongensis 92 Flavobacteria class 99 Bacteroidetes Southern Ocean
UST20020801" (NR040990)

B_OTU9 Formosa arctica 99 Formosa sp. 98 Bacteroidetes Arctic seawater
IMCC9485" (NR125695)

B_0OTU10 Pelagibacter ubique HTCC1062" 100 Pelagibacter ubique 100 Alphaproteobacteria Arctic Ocean
(NRO74224)

B_0OTU11 Vesicomyosocius okutanii HA' 97 Candidatus sp. 96 Alphaproteobacteria Southern Ocean
(NRO74939)

B_0OTU12 Pelagibacter ubique HTCC1062" 93 Uncultured bacterium 98 Alphaproteobacteria Arctic Ocean
(NRO74224)

B_0OTU13 Pelagibacter ubique HTCC1062" 93 Uncultured bacterium 99 Alphaproteobacteria Red Sea
(NRO74224)

B_0TU14 Brasilonema tolantongensis 87 Uncultured bacterium 100 Alphaproteobacteria Sea Water
Tolantongo' (NR118308)

B_OTU15 Halospirulina tapeticola 83 Uncultured bacterium 100 Alphaproteobacteria Sea Water
CCC Baja-95' (NR026510 )

B_0OTU16 Rhodovulum euryhalinum DSM 87 Uncultured bacterium 99 Alphaproteobacteria Seawater pools
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