~logi(P)

$4 Fig. Manhattan, QQ and histogram plots for efficacy endpoints. For MCE: a) main genotype
effect p value in placebo arm, b) main genotype effect p value in darapladib, c) genotype by
treatment interaction p value, and d) 2df test p value for both main genotype and genotype by
treatment interaction; For MI: e) main genotype effect p value in placebo arm, f) main genotype
effect p value in darapladib, g) genotype by treatment interaction p value, and h) 2df test p
value for both main genotype and genotype by treatment interaction.
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