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(A) Alignment of the amino acid in ATP binding site across the eight subunits that
comprise the CtCCT. The numbering refer to the ctCCT1 sequence

(B) CtCCT1 active site colored according to conservation scores calculated for
CtCCT1 – CtCCT8
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S3 Fig.   ATP binding sites of CtCCT subunits


