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S3 Fig.  Distributions of arm-level (x-axis) and focal (y-axis) event frequencies across samples.  Each sample is represented by 
a circle; colors indicate East/West status or molecular subtypes as indicated). Colored crosses indicate group medians at intersections 
and group quartiles by extents. Asterisks indicate p < 0.05;  “N.S.” indicates p > 0.05. A) Gain/amplification and (B) loss/deletion freq- 
uencies (across all samples. (C-D) Loss/deletion frequencies within (C) CIN subtype, (D) non-CIN subtype. (E) Loss/deletion frequencies 
excluding samples without arm-level deletions. (F) Loss/deletion frequencies across subtypes within TCGA.


