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Gene Forward primer Reverse primer Sequencing primer Sequence to analyze*

IFI44L 5-TTAGGGTTTATGTTAGTGTGGATTGAGT 5-ATACTATTCAAAACCAAACCTATCTACAC 5'-CACTAAAACAAACAAATAATAATTC RACTTTTACT AAATTCATAA AACATT

GAGGAAYGTT TTTTATTTAA GTAAAGGAAG AYGAGTGAGG TTATAGAGTA

PLSCRI 5-AGAGGGAATTTTATAGGTAGAATTTITG 5-AATTTATAAATCAAACTACCTITAAATCT  S5-AGGTAGAATTTTIGAGITG Vol
) \ , TYGTAGTTGT YGGTTAGGAA TTTTAGTGTT AYGGTGGATA YGTTTTTITY

MX]  5-GGGAAGTAGAGTTTAGIGATGTTAAT  S-TCTTACCCTITAAACCAAATACACTAC  5-TGTGTTATTTITTAGTTTTGGA CTOTITTTOT SOTTIATIIG TITATTIAGT ATAGES
NLRC5  5-GGGATGGGAGGGGGTTTAATATA 5'-TCCCATCCAACCCAATCC S.ATTTAAGGATAGTITTAGGAG ~ AYGTOGGGGY GTTTATITIT TIYGTGGAYG GGAAATTGAG GTAGGYGGGT

GAAGGTYGGT TTATATGYGG AGTTTAGGTG GGTGGGGATT TTG

*Nucleotides underlined were the CpG sites with their DNA methylation level being measured; nucleotides highlighted in red were differential methylated CpG sites identified in microarray




