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S1- Table A. Characteristics of the Georgia, DHS and Biobank participants by smoking status.





	
Characteristic
	
Non-smokers
	
Smokers
	
P-value

	Georgia cohort
	
	
	

	N
	114
	123
	

	Age, years, mean (SD)
	21.2 (1.9)
	20.6 (1.8)
	0.85

	Female, N (%)
	54 (47.4%)
	67 (54.5%)
	0.72

	
	
	
	

	DHS African American
	
	
	

	N
	1640
	723
	

	Age, years, mean (SD)
	48.4 (11.6)
	47.6 (10.4)
	0.13

	Female, N (%)
	1053 (64.2%)
	357 (49.4%)
	<0.001

	
	
	
	

	DHS European American
	
	
	

	N
	1037
	316
	

	Age, years, mean (SD)
	51.2 (11.3)
	46.4 (10.2)
	<0.001

	Female, N (%)
	566 (54.6%)
	158 (50.0%)
	0.17

	
	
	
	

	Biobank African American
	
	
	

	N
	3447
	1526
	

	Age, years, mean (SD)
	45.3 (15.1)
	43.8 (13.4)
	0.001

	Female, N (%)
	2449 (71.0%)
	789 (51.7%)
	<0.001












S1- Table B. TAS2R38 Haplotype Frequencies in the Study Cohorts. 
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Biobank AA DHS AA P-value Test
Haplotype 0 copies 1 copy 2 copies Freq 0 copies 1 copy 2 copies Freq

PAV 1388 2439 1146 0.4757 661 1184 518 0.4697 0.51

AVI 2260 2217 496 0.3226 1076 1035 252 0.3256 0.73 chi-square

AAl 3259 1540 174 0.1898 1546 732 85 0.1909 0.90 chi-square

AAV 4870 103 0 0.0104 2311 52 0 0.0110 0.79 chi-square

PVI 4959 14 0 0.0014 2351 12 0 0.0025 0.19 chi-square

PW 4973 0 0 0 2362 1 0 0.0002 0.32 Fisher's exact

AW 4972 1 0 0.0001 2363 0 0 0 1 Fisher's exact

PAI 4973 0 0 0 2363 0 0 0 -

DHS EA Georgia EA P-value Test

Haplotype 0 copies 1 copy 2 copies Freq 0 copies 1 copy 2 copies Freq

PAV 465 627 261 0.4246 72 133 32 0.4156 0.72 chi-square

AVI 312 643 398 0.5318 38 145 54 0.5337 0.86 chi-square

AAl 1349 4 0 0.0015 235 2 0 0.0042 0.20 chi-square

AAV 1242 111 0 0.0410 216 21 0 0.0443 0.74 chi-square

PVI 1350 3 0 0.0011 236 1 0 0.0021 0.56 chi-square




