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81 Fig. Phylogenetic trees comparing close homologs of the bottom (least primate-specific) human-originated regions found in
each of the four genome groups. (A) mammals, (B) other vertebrates, (C) other eukaryotes, and (D) prokaryotes. Filled diamond
marks LHO sequence, filled triangle marks human, empty triangle marks primates, empty diamonds marks genomes that are
closer to LHO-containing organism than to human in taxonomy. The numbers in parentheses are bit-scores of BLASTN hits with

LHO as query.



